
 
 
 
 
 

Group Leader Position 
Cancer Genetics and Biology 

Institut Curie, Paris 

 
 
The department of Cancer Genetics and Biology is seeking to recruit a new group leader. 
Application from young scientists willing to start their independent group is particularly 
welcomed.  
We are looking for outstanding candidates who will complement the existing strength of this 
department in either direct investigation of human tumours or use of models that help to 
understand the mechanisms of cancer development (see website below). 
The Institut Curie offers a unique scientific environment including internationally 
recognized departments in immunology, cell biology, genetics, biophysics and chemistry as 
well as a dedicated cancer hospital. It gives access to state-of-the-art core facilities (next 
generation sequencing, genomics, microscopy, mass spectrometry, animal facility, 
automated-imaging cell-based screening facility,…) as well as a large clinical data bases and 
sample collections.  
The Institut Curie benefits from an attractive location in Paris downtown, in close vicinity to 
other major Parisian research centres. An initial support package will be provided but 
potential research group leaders should meet the criteria to compete for grant funding and 
French institution position (CNRS, INSERM, University). 
 
Applications should include a CV (with list of publications), a summary of scientific 
achievements (1-2 pages), a research plan (5 pages) and letters of recommendation. 
 
Applications should be sent to Dr Olivier Delattre – INSERM U 830 - by email : 
sandrine.darmigny@curie.fr. 
Further information is available at 
http://www.curie.fr/recherche/themes/detail_unites.cfm/lang/_gb/id/41.htm 
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231051_at, MRNA of muscle specific gene M1.

234082_at, CDNA FLJ11831 fis, clone HEMBA1006562

236448_at, unc-5 homolog A (C. elegans)

219778_at, zinc finger protein, multitype 2

205113_at, neurofilament 3 (150kDa medium)

221805_at, neurofilament, light polypeptide 68kDa

211074_at, gb:AF000381.1 /DB_XREF=gi:2565195 /FEA=FLmRNA /CNT=1 /TID=HsAffx.901120.761 /TIER=FL /STK=0 /DEF=Homo sapiens non-functional folate binding protein mRN...

210347_s_at, B-cell CLL/lymphoma 11A (zinc finger protein)

233814_at, gb:AK025909.1 /DB_XREF=gi:10438569 /FEA=mRNA /CNT=2 /TID=Hs.288741.1 /TIER=ConsEnd /STK=0 /UG=Hs.288741 /UG_TITLE=Homo sapiens cDNA: FLJ22256 fis...

219935_at, a disintegrin-like and metalloprotease (reprolysin type) with thrombospondin type 1 motif, 5 (aggrecanase-2)

227838_at, CDNA FLJ12425 fis, clone MAMMA1003104

205501_at, CDNA FLJ25677 fis, clone TST04054

202669_s_at, ephrin-B2

226844_at, MOB1, Mps One Binder kinase activator-like 2B (yeast)

201525_at, apolipoprotein D

203889_at, secretory granule, neuroendocrine protein 1 (7B2 protein)

1559477_s_at, Meis1, myeloid ecotropic viral integration site 1 homolog (mouse)

203131_at, platelet-derived growth factor receptor, alpha polypeptide

228956_at, UDP glycosyltransferase 8 (UDP-galactose ceramide galactosyltransferase)

242455_at, POU domain, class 3, transcription factor 2

226766_at, roundabout, axon guidance receptor, homolog 2 (Drosophila)

215028_at, sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A

225990_at, brother of CDO

205433_at, butyrylcholinesterase

213721_at, SRY (sex determining region Y)-box 2

206022_at, Norrie disease (pseudoglioma)

209621_s_at, PDZ and LIM domain 3

204030_s_at, schwannomin interacting protein 1

228780_at, POU domain, class 3, transcription factor 3

202206_at, ADP-ribosylation factor-like 7

219170_at, fibronectin type 3 and SPRY domain containing 1

202036_s_at, secreted frizzled-related protein 1

220231_at, chromosome 7 open reading frame 16

228658_at, hypothetical protein LOC150271

244455_at, sodium- and chloride-activated ATP-sensitive potassium channel

223805_at, oxysterol binding protein-like 6

229975_at, Transcribed locus

1569607_s_at, ankyrin repeat domain 20A /// chromosome 21 open reading frame 81 /// similar to ankyrin repeat domain 20A

218552_at, enoyl Coenzyme A hydratase domain containing 2

217053_x_at, ets variant gene 1

226907_at, protein phosphatase 1, regulatory (inhibitor) subunit 14C

228170_at, oligodendrocyte transcription factor 1

236029_at, FAT tumor suppressor homolog 3 (Drosophila)

225288_at, collagen, type XXVII, alpha 1

211419_s_at, chimerin (chimaerin) 2

227202_at, Contactin 1

206849_at, gamma-aminobutyric acid (GABA) A receptor, gamma 2

232010_at, follistatin-like 5

213849_s_at, protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 52), beta isoform

213714_at, calcium channel, voltage-dependent, beta 2 subunit

229254_at, hypothetical protein DKFZp761N1114

224650_at, mal, T-cell differentiation protein 2

211422_at, transient receptor potential cation channel, subfamily M, member 3

223681_s_at, InaD-like (Drosophila)

239291_at, MRNA; cDNA DKFZp761C1418 (from clone DKFZp761C1418)

1554593_s_at, solute carrier family 1 (high affinity aspartate/glutamate transporter), member 6

236044_at, phosphatidic acid phosphatase type 2 domain containing 1

240847_at, Reelin

227529_s_at, A kinase (PRKA) anchor protein (gravin) 12

205428_s_at, calbindin 2, 29kDa (calretinin)

209569_x_at, DNA segment on chromosome 4 (unique) 234 expressed sequence

243357_at, neuronal growth regulator 1

207014_at, gamma-aminobutyric acid (GABA) A receptor, alpha 2

237250_at, Full length insert cDNA clone YZ87G11

214434_at, heat shock 70kDa protein 12A

231898_x_at, SOX2 overlapping transcript (non-coding RNA)

240690_at, Hypothetical protein DKFZp761P0423

220122_at, multiple C2-domains with two transmembrane regions 1

212850_s_at, low density lipoprotein receptor-related protein 4

212311_at, KIAA0746 protein

206114_at, EPH receptor A4

226560_at, Sphingosine-1-phosphate phosphotase 2

219737_s_at, protocadherin 9

213050_at, cordon-bleu homolog (mouse)

219310_at, chromosome 20 open reading frame 39

223642_at, Zic family member 2 (odd-paired homolog, Drosophila)

218966_at, myosin VC

1552848_a_at, patched domain containing 1

232935_at, Lipoma HMGIC fusion partner

225239_at, CDNA FLJ26120 fis, clone SYN00419

227062_at, trophoblast-derived noncoding RNA

203638_s_at, fibroblast growth factor receptor 2 (bacteria-expressed kinase, keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon syndrome, Pfeiffer syndrome, Jackso...

204379_s_at, fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism)

205625_s_at, calbindin 1, 28kDa

230680_at, Transcribed locus

232636_at, SLIT and NTRK-like family, member 4

229963_at, NGFRAP1-like 1

236045_x_at, LOC441801

243509_at, Hypothetical protein LOC256021

1552626_a_at, hypothetical protein DKFZp566N034

211343_s_at, collagen, type XIII, alpha 1

207789_s_at, dipeptidylpeptidase 6

230040_at, a disintegrin-like and metalloprotease (reprolysin type) with thrombospondin type 1 motif, 18

205029_s_at, fatty acid binding protein 7, brain

202921_s_at, ankyrin 2, neuronal

205549_at, Purkinje cell protein 4

223623_at, esophageal cancer related gene 4 protein

219659_at, ATPase, aminophospholipid transporter-like, Class I, type 8A, member 2

216963_s_at, growth associated protein 43

210721_s_at, p21(CDKN1A)-activated kinase 7

232411_at, EST from clone 24355, full insert

205889_s_at, gb:NM_014790.1 /DB_XREF=gi:7662177 /GEN=KIAA0555 /FEA=FLmRNA /CNT=34 /TID=Hs.43107.0 /TIER=FL /STK=0 /UG=Hs.43107 /LL=9832 /DEF=Homo sapiens ...

221236_s_at, stathmin-like 4 /// stathmin-like 4

242931_at, Transcribed locus

230303_at, synaptoporin

1557745_at, CDNA FLJ25178 fis, clone CBR09176

235527_at, hypothetical protein LOC284214

1560411_at, gb:BC041965.1 /DB_XREF=gi:27469469 /TID=Hs2.434532.1 /CNT=3 /FEA=mRNA /TIER=ConsEnd /STK=0 /UG=Hs.434532 /UG_TITLE=Homo sapiens, clone IMAGE:53...

1566867_at, PRbBP-39

233139_at, PRbBP-39

244217_at, PRbBP-39

230773_at, Transcribed locus

235831_at, Transcribed locus

213967_at, hypothetical protein LOC138046

234314_at, KIAA1272 protein

206349_at, leucine-rich, glioma inactivated 1

211276_at, transcription elongation factor A (SII)-like 2

205818_at, deleted in bladder cancer 1

223672_at, hypothetical protein DKFZp761D221

1556580_a_at, Similar to tryptophan/serine protease

1559283_a_at, hypothetical protein LOC285888

207060_at, engrailed homolog 2

226086_at, synaptotagmin XIII

206280_at, cadherin 18, type 2

235977_at, CDNA FLJ36725 fis, clone UTERU2012230

206984_s_at, Ras-like without CAAX 2

228101_at, MRNA; cDNA DKFZp761L1121 (from clone DKFZp761L1121)

238426_at, hypothetical protein DKFZp761L1417

227618_at, FLJ44635 protein

210794_s_at, maternally expressed 3 /// hypothetical gene supported by BX161452

212732_at, maternally expressed 3

230497_at, bruno-like 5, RNA binding protein (Drosophila)

235916_at, yippee-like 4 (Drosophila)

229110_at, CDNA clone IMAGE:4794876, partial cds

203928_x_at, microtubule-associated protein tau

214279_s_at, NDRG family member 2

211679_x_at, G protein-coupled receptor 51 /// G protein-coupled receptor 51

203400_s_at, transferrin

227290_at, CDNA FLJ13598 fis, clone PLACE1009921

205348_s_at, dynein, cytoplasmic, intermediate polypeptide 1

230849_at, CDNA FLJ37441 fis, clone BRAWH2006543

213929_at, Homo sapiens, Similar to likely ortholog of yeast ARV1, clone IMAGE:4733238, mRNA

214734_at, SLAC2-B

209859_at, tripartite motif-containing 9

232426_at, MRNA full length insert cDNA clone EUROIMAGE 30103

228608_at, Voltage gated channel like 1

204466_s_at, synuclein, alpha (non A4 component of amyloid precursor) /// synuclein, alpha (non A4 component of amyloid precursor)

236081_at, Transcribed locus

207299_s_at, glutamate receptor, metabotropic 1

206290_s_at, regulator of G-protein signalling 7

235066_at, microtubule-associated protein 4

239765_at, Transcribed locus, strongly similar to XP_507918.1 BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, 170kDa [Pan troglodytes]

227440_at, E2a-Pbx1-associated protein

236838_at, hypothetical gene supported by BC019717

231175_at, chromosome 6 open reading frame 65

226627_at, septin 8

214956_at, AP2 associated kinase 1

204762_s_at, guanine nucleotide binding protein (G protein), alpha activating activity polypeptide O

209839_at, dynamin 3

1552953_a_at, neurogenic differentiation 2

204591_at, cell adhesion molecule with homology to L1CAM (close homolog of L1)

205230_at, rabphilin 3A homolog (mouse)

205637_s_at, SH3-domain GRB2-like 3

209693_at, astrotactin 2

222784_at, gb:AJ249900.1 /DB_XREF=gi:10432430 /GEN=smoc1 /FEA=FLmRNA /CNT=89 /TID=Hs.14144.0 /TIER=Stack /STK=33 /UG=Hs.14144 /LL=64093 /DEF=Homo sapiens m...

206045_s_at, nucleolar protein 4

207957_s_at, Protein kinase C, beta 1

227949_at, phosphatase and actin regulator 3

205551_at, synaptic vesicle glycoprotein 2B

221310_at, fibroblast growth factor 14

203895_at, phospholipase C, beta 4

214111_at, Opioid binding protein/cell adhesion molecule-like

203354_s_at, pleckstrin and Sec7 domain containing 3

214735_at, phosphoinositide-binding protein PIP3-E

229244_at, CDNA FLJ37216 fis, clone BRALZ2008696

228218_at, Homo sapiens, clone IMAGE:5284125, mRNA

235494_at, Homo sapiens, clone IMAGE:5284125, mRNA

204678_s_at, potassium channel, subfamily K, member 1

209793_at, glutamate receptor, ionotropic, AMPA 1

229725_at, Acyl-CoA synthetase long-chain family member 6

238521_at, Transcribed locus, weakly similar to XP_376981.1 similar to hypothetical protein (L1H 3 region) - human [Homo sapiens]

235118_at, Homo sapiens, clone IMAGE:4811412, mRNA

240433_x_at, Homo sapiens, clone IMAGE:4811412, mRNA

202800_at, solute carrier family 1 (glial high affinity glutamate transporter), member 3

223551_at, protein kinase (cAMP-dependent, catalytic) inhibitor beta

212473_s_at, flavoprotein oxidoreductase MICAL2

205466_s_at, heparan sulfate (glucosamine) 3-O-sulfotransferase 1

233249_at, CDNA FLJ13313 fis, clone OVARC1001489

1560265_at, glutamate receptor, ionotropic, kainate 2

213845_at, GRIK2=GluR6 kainate receptor {3' untranslated region, TAA trinucleotide repeats} [human, caudate/putamen, mRNA Partial, 540 nt]

225165_at, protein phosphatase 1, regulatory (inhibitor) subunit 1B (dopamine and cAMP regulated phosphoprotein, DARPP-32)

229085_at, leucine rich repeat containing 3B

202178_at, protein kinase C, zeta

205590_at, RAS guanyl releasing protein 1 (calcium and DAG-regulated)

229032_at, gb:BE962770 /DB_XREF=gi:11766010 /DB_XREF=601656168R1 /CLONE=IMAGE:3855808 /FEA=EST /CNT=22 /TID=Hs.78996.1 /TIER=Stack /STK=10 /UG=Hs.78996 /...

232195_at, G protein-coupled receptor 158

231935_at, cyclic AMP-regulated phosphoprotein, 21 kD

202191_s_at, growth arrest-specific 7

206678_at, gamma-aminobutyric acid (GABA) A receptor, alpha 1

1557122_s_at, CDNA clone IMAGE:4814184, partial cds

242344_at, CDNA clone IMAGE:4814184, partial cds

219619_at, DIRAS family, GTP-binding RAS-like 2

227053_at, protein kinase C and casein kinase substrate in neurons 1

202890_at, microtubule-associated protein 7

240180_at, MRNA full length insert cDNA clone EUROIMAGE 1090207

229039_at, synapsin II

1557133_at, hypothetical protein LOC286411

207276_at, cerebellar degeneration-related protein 1, 34kDa

223500_at, complexin 1

223574_x_at, protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 52), gamma isoform

211748_x_at, prostaglandin D2 synthase 21kDa (brain) /// prostaglandin D2 synthase 21kDa (brain)

229029_at, Transcribed locus, weakly similar to XP_499236.1 LOC442377 [Homo sapiens]

236359_at, sodium channel, voltage-gated, type IV, beta

205730_s_at, actin binding LIM protein family, member 3

205691_at, synaptogyrin 3

209755_at, nicotinamide nucleotide adenylyltransferase 2

222005_s_at, guanine nucleotide binding protein (G protein), gamma 3

226918_at, gb:BF513474 /DB_XREF=gi:11598653 /DB_XREF=UI-H-BW1-ams-f-09-0-UI.s1 /CLONE=IMAGE:3071008 /FEA=EST /CNT=54 /TID=Hs.26714.0 /TIER=Stack /STK=29 /UG...

203619_s_at, Fas apoptotic inhibitory molecule 2

223603_at, zinc finger protein 179

230081_at, phosphatidylinositol-specific phospholipase C, X domain containing 3

219368_at, nucleosome assembly protein 1-like 2

203797_at, visinin-like 1

231930_at, ELMO domain containing 1

205795_at, neurexin 3

219572_at, Ca2+-dependent activator protein for secretion 2

207010_at, gamma-aminobutyric acid (GABA) A receptor, beta 1

1556096_s_at, unc-13 homolog C (C. elegans)

219557_s_at, nuclear receptor interacting protein 3

203710_at, inositol 1,4,5-triphosphate receptor, type 1

207323_s_at, myelin basic protein

210198_s_at, proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic paraplegia 2, uncomplicated)

213841_at, MRNA, chromosome 1 specific transcript KIAA0510.

203146_s_at, gamma-aminobutyric acid (GABA) B receptor, 1

219415_at, tweety homolog 1 (Drosophila)

209159_s_at, NDRG family member 4

210657_s_at, septin 4

212805_at, KIAA0367

205384_at, FXYD domain containing ion transport regulator 1 (phospholemman)

221008_s_at, alanine-glyoxylate aminotransferase 2-like 1 /// alanine-glyoxylate aminotransferase 2-like 1

210611_s_at, dystrobrevin, alpha

212390_at, phosphodiesterase 4D interacting protein (myomegalin)

209504_s_at, pleckstrin homology domain containing, family B (evectins) member 1

230563_at, RasGEF domain family, member 1A

203961_at, nebulette

205475_at, scrapie responsive protein 1

202897_at, protein tyrosine phosphatase, non-receptor type substrate 1

207547_s_at, TU3A protein

209686_at, S100 calcium binding protein, beta (neural)

202022_at, aldolase C, fructose-bisphosphate

205970_at, metallothionein 3 (growth inhibitory factor (neurotrophic))

202834_at, angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 8)

230577_at, Transcribed locus

205117_at, fibroblast growth factor 1 (acidic)

228581_at, potassium inwardly-rectifying channel, subfamily J, member 10

207093_s_at, oligodendrocyte myelin glycoprotein

213395_at, megalencephalic leukoencephalopathy with subcortical cysts 1

203908_at, solute carrier family 4, sodium bicarbonate cotransporter, member 4

206243_at, tissue inhibitor of metalloproteinase 4

219564_at, potassium inwardly-rectifying channel, subfamily J, member 16

210040_at, solute carrier family 12, (potassium-chloride transporter) member 5

214978_s_at, protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 4

206381_at, sodium channel, voltage-gated, type II, alpha 2

229057_at, MRNA; cDNA DKFZp761D191 (from clone DKFZp761D191)

228051_at, hypothetical protein LOC202451

238663_x_at, glutamate receptor, ionotrophic, AMPA 4

205489_at, crystallin, mu

219671_at, hippocalcin like 4

223885_at, calneuron 1

230698_at, MRNA; cDNA DKFZp434H205 (from clone DKFZp434H205)

218692_at, hypothetical protein FLJ20366

231213_at, phosphodiesterase 1A, calmodulin-dependent

231986_at, Regulating synaptic membrane exocytosis 1

233059_at, Potassium inwardly-rectifying channel, subfamily J, member 3

207103_at, potassium voltage-gated channel, Shal-related subfamily, member 2

228509_at, SPHK1 (sphingosine kinase type 1) interacting protein

212224_at, aldehyde dehydrogenase 1 family, member A1

205336_at, parvalbumin

208153_s_at, FAT tumor suppressor homolog 2 (Drosophila) /// FAT tumor suppressor homolog 2 (Drosophila)

207182_at, gamma-aminobutyric acid (GABA) A receptor, alpha 6

235221_at, KIAA0323

238462_at, Cbl-interacting protein Sts-1

1560728_at, SH3-domain GRB2-like 2

239726_at, Ankyrin 3, node of Ranvier (ankyrin G)

242736_at, Sorbin and SH3 domain containing 1

209355_s_at, phosphatidic acid phosphatase type 2B

221530_s_at, basic helix-loop-helix domain containing, class B, 3

212845_at, sterile alpha motif domain containing 4

212993_at, MRNA; cDNA DKFZp667B1718 (from clone DKFZp667B1718)

218899_s_at, brain and acute leukemia, cytoplasmic

208791_at, clusterin (complement lysis inhibitor, SP-40,40, sulfated glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J)

203540_at, glial fibrillary acidic protein

206826_at, peripheral myelin protein 2

221795_at, neurotrophic tyrosine kinase, receptor, type 2

202254_at, CDNA clone IMAGE:5286091, partial cds

208457_at, gamma-aminobutyric acid (GABA) A receptor, delta

214046_at, MRNA; cDNA DKFZp686F1844 (from clone DKFZp686F1844)

214376_at, Clone 24626 mRNA sequence

203562_at, fasciculation and elongation protein zeta 1 (zygin I)

209459_s_at, 4-aminobutyrate aminotransferase

226677_at, zinc finger protein 521

220115_s_at, cadherin 10, type 2 (T2-cadherin)

235342_at, gb:AI808090 /DB_XREF=gi:5394578 /DB_XREF=wf92f03.x1 /CLONE=IMAGE:2363069 /FEA=EST /CNT=14 /TID=Hs.46786.0 /TIER=ConsEnd /STK=7 /UG=Hs.46786 /UG...

213478_at, KIAA1026 protein

225342_at, Adenylate kinase 3

1552439_s_at, MEGF11 protein

205278_at, glutamate decarboxylase 1 (brain, 67kDa)

203998_s_at, synaptotagmin I

230045_at, contactin 2 (axonal)

210770_s_at, calcium channel, voltage-dependent, P/Q type, alpha 1A subunit

1556761_at, Methionine sulfoxide reductase A

229406_at, similar to ataxin 2-binding protein 1 isoform 4; hexaribonucleotide binding protein 1

204823_at, neuron navigator 3

205898_at, chemokine (C-X3-C motif) receptor 1

205646_s_at, paired box gene 6 (aniridia, keratitis)

228302_x_at, calcium/calmodulin-dependent protein kinase II

217033_x_at, gb:S76475.1 /DB_XREF=gi:913721 /GEN=trkC /FEA=mRNA /CNT=2 /TID=Hs.26776.2 /TIER=ConsEnd /STK=0 /UG=Hs.26776 /LL=4916 /UG_TITLE=neurotrophic tyrosi...

206462_s_at, neurotrophic tyrosine kinase, receptor, type 3

215115_x_at, gb:AI613045 /DB_XREF=gi:4622212 /DB_XREF=ty68g03.x1 /CLONE=IMAGE:2284276 /FEA=mRNA /CNT=6 /TID=Hs.169081.2 /TIER=ConsEnd /STK=0 /UG=Hs.16908...

213960_at, CDNA FLJ37610 fis, clone BRCOC2011398

215311_at, MRNA full length insert cDNA clone EUROIMAGE 21920

205747_at, cerebellin 1 precursor

227929_at, Homo sapiens, clone IMAGE:5277945, mRNA

213217_at, adenylate cyclase 2 (brain)

232523_at, MEGF10 protein

206084_at, protein tyrosine phosphatase, receptor type, R

220889_s_at, carbonic anhydrase X

223557_s_at, transmembrane protein with EGF-like and two follistatin-like domains 2

229266_at, hypothetical protein LOC284033

205100_at, glutamine-fructose-6-phosphate transaminase 2

205259_at, nuclear receptor subfamily 3, group C, member 2

1555800_at, zinc finger protein 533

1554524_a_at, olfactomedin 3

1557422_at, CUG triplet repeat, RNA binding protein 2

224588_at, gb:AA167449 /DB_XREF=gi:1745836 /DB_XREF=zp08h11.s1 /CLONE=IMAGE:595845 /FEA=mRNA /CNT=416 /TID=Hs.83623.2 /TIER=Stack /STK=59 /UG=Hs.83623 /L...

227671_at, gb:AV646597 /DB_XREF=gi:9867611 /DB_XREF=AV646597 /CLONE=GLCAPB04 /FEA=EST /CNT=57 /TID=Hs.51615.0 /TIER=Stack /STK=34 /UG=Hs.51615 /UG_TITL...

204424_s_at, LIM domain only 3 (rhombotin-like 2)

222301_at, Transcriptional activator of the c-fos promoter

235210_s_at, RPE-spondin

213943_at, twist homolog 1 (acrocephalosyndactyly 3; Saethre-Chotzen syndrome) (Drosophila)

219867_at, chondrolectin

207197_at, Zic family member 3 heterotaxy 1 (odd-paired homolog, Drosophila)

241224_x_at, Down syndrome critical region gene 8

242054_s_at, Sine oculis homeobox homolog 3 (Drosophila)

223629_at, protocadherin beta 5

226558_at, hypothetical gene supported by AK096952; AK126241; BC068588

244042_x_at, gb:AA883831 /DB_XREF=gi:2993361 /DB_XREF=am21g03.s1 /CLONE=IMAGE:1467508 /FEA=EST /CNT=5 /TID=Hs.252924.0 /TIER=ConsEnd /STK=1 /UG=Hs.25292...

233170_at, Transcribed locus

207725_at, POU domain, class 4, transcription factor 2

230537_at, gb:AA401256 /DB_XREF=gi:2055145 /DB_XREF=zv66c02.s1 /CLONE=IMAGE:758594 /FEA=EST /CNT=13 /TID=Hs.191095.0 /TIER=Stack /STK=9 /UG=Hs.191095 /UG_...

205656_at, protocadherin 17

227289_at, hypothetical protein LOC144997

205088_at, chromosome X open reading frame 6

206935_at, protocadherin 8

226145_s_at, Fraser syndrome 1

204014_at, dual specificity phosphatase 4

226034_at, Homo sapiens, clone IMAGE:3881549, mRNA

211571_s_at, chondroitin sulfate proteoglycan 2 (versican)

206157_at, pentaxin-related gene, rapidly induced by IL-1 beta

230836_at, ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 4

225265_at, RNA binding motif, single stranded interacting protein 1

204944_at, protein tyrosine phosphatase, receptor type, G

204457_s_at, growth arrest-specific 1

206197_at, non-metastatic cells 5, protein expressed in (nucleoside-diphosphate kinase)

227461_at, Stonin 2

227997_at, Interleukin 17 receptor D

222325_at, Non-coding RNA in rhabdomyosarcoma (RMS)

226817_at, desmocollin 2

222288_at, Similar to CG9996-PA

200606_at, desmoplakin

209897_s_at, slit homolog 2 (Drosophila)

230130_at, gb:AI692523 /DB_XREF=gi:4969863 /DB_XREF=wd73d06.x1 /CLONE=IMAGE:2337227 /FEA=EST /CNT=13 /TID=Hs.110373.1 /TIER=Stack /STK=10 /UG=Hs.110373 /U...

203184_at, fibrillin 2 (congenital contractural arachnodactyly)

203476_at, trophoblast glycoprotein

206051_at, ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu antigen D)

215228_at, nescient helix loop helix 2

219736_at, tripartite motif-containing 36

230271_at, Homo sapiens, clone IMAGE:4512785, mRNA

237187_at, gb:AW665665 /DB_XREF=gi:7458134 /DB_XREF=hj05d02.x1 /CLONE=IMAGE:2980899 /FEA=EST /CNT=5 /TID=Hs.153034.0 /TIER=ConsEnd /STK=5 /UG=Hs.153034 /...

230237_at, Adenylate cyclase activating polypeptide 1 (pituitary)

240709_at, seizure related 6 homolog (mouse)-like

1554863_s_at, docking protein 5

206707_x_at, chromosome 6 open reading frame 32

212828_at, synaptojanin 2

205577_at, phosphorylase, glycogen; muscle (McArdle syndrome, glycogen storage disease type V)

212942_s_at, KIAA1199

244420_at, Core-binding factor, runt domain, alpha subunit 2; translocated to, 1; cyclin D-related

236089_at, Transcribed locus

236711_at, Zic family member 4

241440_at, gb:BF108881 /DB_XREF=gi:10938571 /DB_XREF=7l53f12.x1 /CLONE=IMAGE:3525263 /FEA=EST /CNT=5 /TID=Hs.146067.0 /TIER=ConsEnd /STK=4 /UG=Hs.146067 /...

226489_at, transmembrane and coiled-coil domains 3

206470_at, plexin C1

242134_at, Transcribed locus

235201_at, Transcribed locus

243278_at, Transcribed locus

203407_at, periplakin

203789_s_at, sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C

216086_at, synaptic vesicle glycoprotein 2C

1554020_at, bicaudal D homolog 1 (Drosophila)

242206_at, similar to Zinc finger protein 58 (Zfp-58) (Zinc finger protein Mfg-1)

206794_at, v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian)

1554242_a_at, coagulation factor C homolog, cochlin (Limulus polyphemus)

204776_at, thrombospondin 4

209692_at, eyes absent homolog 2 (Drosophila)

224215_s_at, delta-like 1 (Drosophila)

204529_s_at, thymus high mobility group box protein TOX

1557458_s_at, SHB (Src homology 2 domain containing) adaptor protein B

206140_at, LIM homeobox 2

201110_s_at, thrombospondin 1

226021_at, retinol dehydrogenase 10 (all-trans)

204472_at, GTP binding protein overexpressed in skeletal muscle

212353_at, sulfatase 1

218002_s_at, chemokine (C-X-C motif) ligand 14

221969_at, Paired box gene 5 (B-cell lineage specific activator)

213920_at, cut-like 2 (Drosophila)

226225_at, gb:BE967311 /DB_XREF=gi:11773438 /DB_XREF=601661186R1 /CLONE=IMAGE:3916173 /FEA=mRNA /CNT=70 /TID=Hs.284252.0 /TIER=Stack /STK=19 /UG=Hs.284...

242277_at, Phosphatase and actin regulator 2

244170_at, CDNA FLJ37366 fis, clone BRAMY2024416

1558388_a_at, Hypothetical protein FLJ39630

205148_s_at, chloride channel 4

1554530_at, hypothetical protein MGC33530

1560692_at, hypothetical protein LOC285878

228573_at, anthrax toxin receptor 2

229580_at, Transcribed locus

205413_at, chromosome 11 open reading frame 8

219179_at, dapper homolog 1, antagonist of beta-catenin (xenopus)

228821_at, Sialyltransferase 2 (monosialoganglioside sialyltransferase)

228284_at, transducin-like enhancer of split 1 (E(sp1) homolog, Drosophila)

233072_at, netrin G2

213894_at, KIAA0960 protein

214920_at, hypothetical protein LOC221981

214078_at, P21 (CDKN1A)-activated kinase 3

229201_at, Full-length cDNA clone CS0DF014YC15 of Fetal brain of Homo sapiens (human)

206939_at, deleted in colorectal carcinoma

238914_at, Transcribed locus

240317_at, protocadherin beta 4

206765_at, potassium inwardly-rectifying channel, subfamily J, member 2

231513_at, gb:BF111326 /DB_XREF=gi:10941016 /DB_XREF=7l75e07.x1 /CLONE=IMAGE:3527149 /FEA=EST /CNT=8 /TID=Hs.1547.1 /TIER=Stack /STK=8 /UG=Hs.1547 /LL=375...

206706_at, neurotrophin 3

244111_at, hypothetical protein MGC45562

1558733_at, hypothetical protein FLJ35036

229060_at, gb:AW005748 /DB_XREF=gi:5854526 /DB_XREF=wz89b03.x1 /CLONE=IMAGE:2565965 /FEA=EST /CNT=21 /TID=Hs.88845.0 /TIER=Stack /STK=10 /UG=Hs.88845 /UG...

231776_at, eomesodermin homolog (Xenopus laevis)

206209_s_at, carbonic anhydrase IV

213030_s_at, plexin A2

211302_s_at, phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 dunce homolog, Drosophila)

204114_at, nidogen 2 (osteonidogen)

207303_at, phosphodiesterase 1C, calmodulin-dependent 70kDa

236344_at, Transcribed locus

239218_at, CDNA FLJ43039 fis, clone BRTHA3003023

227875_at, kelch-like 13 (Drosophila)

207164_s_at, zinc finger protein 238

235486_at, hypothetical protein MGC34830

215290_at, Clone 24571 mRNA sequence

230902_at, gb:AW006096 /DB_XREF=gi:5854874 /DB_XREF=wz92c08.x1 /CLONE=IMAGE:2566286 /FEA=EST /CNT=15 /TID=Hs.4254.0 /TIER=Stack /STK=15 /UG=Hs.4254 /UG_T...

229815_at, CDNA clone IMAGE:4814828, partial cds

230272_at, CDNA clone IMAGE:5260726, partial cds

238850_at, CDNA clone IMAGE:5260726, partial cds

229881_at, Kruppel-like factor 12

215303_at, Clones 24632 and 24634 mRNA sequence

230962_at, Clones 24632 and 24634 mRNA sequence

209699_x_at, aldo-keto reductase family 1, member C2 (dihydrodiol dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid dehydrogenase, type III)

242033_at, ring finger protein 180

1563187_at, Potassium voltage-gated channel, subfamily H (eag-related), member 7

206230_at, LIM homeobox 1

215297_at, hypothetical protein LOC340281

207379_at, EGF-like repeats and discoidin I-like domains 3

220025_at, T-box, brain, 1

229349_at, FLJ16517 protein

220302_at, male germ cell-associated kinase

201739_at, serum/glucocorticoid regulated kinase

206018_at, forkhead box G1B

207076_s_at, argininosuccinate synthetase

223194_s_at, chromosome 6 open reading frame 85

244227_at, synaptotagmin VI

206163_at, mab-21-like 1 (C. elegans)

206836_at, solute carrier family 6 (neurotransmitter transporter, dopamine), member 3

232099_at, protocadherin beta 16

239537_at, ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 2

234759_at, gb:AK026836.1 /DB_XREF=gi:10439784 /FEA=mRNA /CNT=1 /TID=Hs.324060.0 /TIER=ConsEnd /STK=0 /UG=Hs.324060 /UG_TITLE=Homo sapiens cDNA: FLJ23183 fis...

205110_s_at, fibroblast growth factor 13

224851_at, cyclin-dependent kinase 6

214774_x_at, trinucleotide repeat containing 9

203372_s_at, suppressor of cytokine signaling 2

230369_at, G protein-coupled receptor 161

213479_at, neuronal pentraxin II

1555935_s_at, hormonally upregulated Neu-associated kinase

207030_s_at, cysteine and glycine-rich protein 2

205123_s_at, transmembrane protein with EGF-like and two follistatin-like domains 1

227760_at, Insulin-like growth factor binding protein-like 1

204697_s_at, chromogranin A (parathyroid secretory protein 1)

227242_s_at, early B-cell factor 3

204239_s_at, neuronatin

239443_at, protocadherin beta 6

208121_s_at, protein tyrosine phosphatase, receptor type, O /// protein tyrosine phosphatase, receptor type, O

215145_s_at, contactin associated protein-like 2

1553013_at, contactin associated protein-like 5

243339_at, Transcribed locus

207050_at, calcium channel, voltage-dependent, alpha 2/delta subunit 1

227623_at, MRNA; cDNA DKFZp313C0240 (from clone DKFZp313C0240)

232282_at, WNK lysine deficient protein kinase 3

215767_at, chromosome 2 open reading frame 10

213273_at, odz, odd Oz/ten-m homolog 4 (Drosophila)

205978_at, klotho

207250_at, sine oculis homeobox homolog 6 (Drosophila)

241835_at, Hypothetical gene supported by BC036435

1569652_at, myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 3

210026_s_at, caspase recruitment domain family, member 10

230650_at, CDNA FLJ12909 fis, clone NT2RP2004400

206762_at, potassium voltage-gated channel, shaker-related subfamily, member 5

213107_at, gb:R59093 /DB_XREF=gi:829788 /DB_XREF=yh03e12.s1 /CLONE=IMAGE:41943 /FEA=FLmRNA /CNT=70 /TID=Hs.170204.0 /TIER=ConsEnd /STK=4 /UG=Hs.170204 /L...

213109_at, gb:N25621 /DB_XREF=gi:1139969 /DB_XREF=yx78a01.s1 /CLONE=IMAGE:267816 /FEA=FLmRNA /CNT=70 /TID=Hs.170204.0 /TIER=Stack /STK=8 /UG=Hs.170204 /LL...

1559412_at, chromosome 21 open reading frame 34

229623_at, Similar to hypothetical protein LOC231503

219328_at, DEAD (Asp-Glu-Ala-Asp) box polypeptide 31

232720_at, hypothetical protein FLJ31810

229927_at, LEM domain containing 1

239913_at, solute carrier family 10 (sodium/bile acid cotransporter family), member 4

213103_at, START domain containing 13

238585_at, glycosyltransferase-like domain containing 1

1554340_a_at, hypothetical gene supported by AK075558; BC021286

1555716_a_at, coxsackie virus and adenovirus receptor

1556444_a_at, CDNA FLJ34367 fis, clone FEBRA2016621

208123_at, potassium voltage-gated channel, Shab-related subfamily, member 2

208425_s_at, putative ankyrin-repeat containing protein

236468_at, KIAA1906 protein

223523_at, hypothetical protein MGC3040

224092_at, BarH-like 1 (Drosophila)

204850_s_at, doublecortex; lissencephaly, X-linked (doublecortin)

210409_at, myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4

205492_s_at, dihydropyrimidinase-like 4

1567101_at, Dachshund homolog 1 (Drosophila)

230596_at, CDNA FLJ39261 fis, clone OCBBF2009391

230019_s_at, KIAA1337 protein

236456_at, protein tyrosine phosphatase, non-receptor type 5 (striatum-enriched)

233546_at, CDNA FLJ13003 fis, clone NT2RP3000418

239678_at, AP1 gamma subunit binding protein 1

244076_at, KIAA2022 protein

1554633_a_at, myelin transcription factor 1-like

209582_s_at, CD200 antigen

1559603_at, hypothetical protein LOC283535

216255_s_at, glutamate receptor, metabotropic 8

231325_at, Unc-5 homolog D (C. elegans)

1561341_at, CDNA clone IMAGE:5262752, partial cds

1562828_at, Homo sapiens, clone IMAGE:4799094, mRNA

1553500_at, F-box and leucine-rich repeat protein 21

1553541_at, LIM homeobox transcription factor 1, alpha

202719_s_at, testis derived transcript (3 LIM domains)

215527_at, KH domain containing, RNA binding, signal transduction associated 2

205445_at, prolactin

232156_at, CDNA: FLJ21268 fis, clone COL01718

228796_at, copine IV

231336_at, gb:AI703256 /DB_XREF=gi:4991156 /DB_XREF=wd82b05.x1 /CLONE=IMAGE:2338065 /FEA=EST /CNT=12 /TID=Hs.7130.0 /TIER=Stack /STK=12 /UG=Hs.7130 /LL=89...

1554614_a_at, polypyrimidine tract binding protein 2

225946_at, Chromosome 12 open reading frame 2

220277_at, CXXC finger 4

205344_at, chondroitin sulfate proteoglycan 5 (neuroglycan C)

206608_s_at, retinitis pigmentosa GTPase regulator interacting protein 1

213496_at, plasticity related gene 1

232059_at, Down syndrome cell adhesion molecule like 1

1568603_at, Ca2+-dependent secretion activator

204411_at, kinesin family member 21B

242445_at, FYVE, RhoGEF and PH domain containing 4

203704_s_at, ras responsive element binding protein 1

219099_at, chromosome 12 open reading frame 5

208497_x_at, neurogenin 1

1561319_at, CDNA clone IMAGE:5492202, partial cds

231731_at, orthodenticle homolog 2 (Drosophila)

1562473_at, Peroxisomal biogenesis factor 5-like

241833_at, Full length insert cDNA clone YY86C01

242488_at, CDNA FLJ38396 fis, clone FEBRA2007957

1553705_a_at, gb:NM_000740.1 /DB_XREF=gi:4502818 /GEN=CHRM3 /TID=Hs2.7138.1 /CNT=20 /FEA=FLmRNA /TIER=FL /STK=0 /LL=1131 /UG=Hs.7138 /DEF=Homo sapiens cho...

1559633_a_at, cholinergic receptor, muscarinic 3

219740_at, hypothetical protein FLJ12505

220533_at, gb:NM_024853.1 /DB_XREF=gi:13376276 /GEN=FLJ13385 /FEA=FLmRNA /CNT=6 /TID=Hs.190279.0 /TIER=FL /STK=3 /UG=Hs.190279 /LL=79911 /DEF=Homo sapiens...

230960_at, Transcribed locus

232781_at, CDNA: FLJ22769 fis, clone KAIA1316

204722_at, sodium channel, voltage-gated, type III, beta

207981_s_at, estrogen-related receptor gamma

224964_s_at, guanine nucleotide binding protein (G protein), gamma 2

228333_at, Full length insert cDNA clone YT94E02

230765_at, KIAA1239 protein

232136_s_at, cortactin binding protein 2

224822_at, deleted in liver cancer 1

235004_at, RNA binding motif protein 24

1559213_at, Homo sapiens, clone IMAGE:5394246, mRNA

219511_s_at, synuclein, alpha interacting protein (synphilin)

1554101_a_at, hypothetical protein FLJ14624

200952_s_at, cyclin D2

231259_s_at, gb:BE467688 /DB_XREF=gi:9513463 /DB_XREF=hz67h08.x1 /CLONE=IMAGE:3213087 /FEA=EST /CNT=12 /TID=Hs.75586.1 /TIER=Stack /STK=10 /UG=Hs.75586 /L...

214162_at, hypothetical protein LOC284244

233536_at, KIAA1713

201340_s_at, ectodermal-neural cortex (with BTB-like domain)

229310_at, kelch repeat and BTB (POZ) domain containing 9

231397_at, hypothetical protein LOC163404

231980_at, Docking protein 5-like

1553797_a_at, hypothetical protein FLJ30594

226599_at, KIAA1727 protein

206552_s_at, tachykinin, precursor 1 (substance K, substance P, neurokinin 1, neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide gamma)

232377_at, neurexophilin 1

202995_s_at, fibulin 1

203504_s_at, ATP-binding cassette, sub-family A (ABC1), member 1

225381_at, Hypothetical gene supported by BX647608

205258_at, inhibin, beta B (activin AB beta polypeptide)

209535_s_at, gb:AF127481.1 /DB_XREF=gi:5199315 /GEN=proto-LBC /FEA=FLmRNA /CNT=157 /TID=Hs.301946.1 /TIER=FL /STK=0 /UG=Hs.301946 /LL=3928 /DEF=Homo sapien...

230233_at, RasGEF domain family, member 1B

235385_at, Membrane-associated RING-CH protein I

220551_at, solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 6

235018_at, MRNA; cDNA DKFZp564E143 (from clone DKFZp564E143)

228186_s_at, thrombospondin, type I, domain containing 2

217999_s_at, CDNA clone IMAGE:4514712, partial cds

206805_at, sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3A

230968_at, Full-length cDNA clone CS0DF032YA11 of Fetal brain of Homo sapiens (human)

207307_at, 5-hydroxytryptamine (serotonin) receptor 2C

215506_s_at, DIRAS family, GTP-binding RAS-like 3

230067_at, Transcribed locus

240841_at, insulinoma-associated 2

219732_at, plasticity related gene 3

236714_at, Similar to Dedicator of cytokinesis protein 9 (Cdc42 guanine nucleotide exchange factor zizimin 1)

219895_at, hypothetical protein FLJ20716

205206_at, Kallmann syndrome 1 sequence

228640_at, BH-protocadherin (brain-heart)

212063_at, CD44 antigen (homing function and Indian blood group system)

202376_at, serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 3

209047_at, aquaporin 1 (channel-forming integral protein, 28kDa)

210067_at, aquaporin 4

229872_s_at, LOC440667

244008_at, Transcribed locus

1569872_a_at, Homo sapiens, clone IMAGE:5242623, mRNA, partial cds

202917_s_at, S100 calcium binding protein A8 (calgranulin A)

201694_s_at, early growth response 1

209189_at, v-fos FBJ murine osteosarcoma viral oncogene homolog

214131_at, chromosome Y open reading frame 15B

204409_s_at, eukaryotic translation initiation factor 1A, Y-linked

206624_at, ubiquitin specific protease 9, Y-linked (fat facets-like, Drosophila)

206700_s_at, Smcy homolog, Y-linked (mouse)

201909_at, ribosomal protein S4, Y-linked 1

205000_at, DEAD (Asp-Glu-Ala-Asp) box polypeptide 3, Y-linked

206858_s_at, homeo box C6

226582_at, hypothetical gene supported by BC009385

210809_s_at, periostin, osteoblast specific factor

204646_at, dihydropyrimidine dehydrogenase

238661_at, Hypothetical gene supported by BX537900

228375_at, immunoglobulin superfamily, member 11

228698_at, SRY (sex determining region Y)-box 7

210302_s_at, mab-21-like 2 (C. elegans)

219779_at, zinc finger homeodomain 4

241700_at, gb:AW963185 /DB_XREF=gi:8153021 /DB_XREF=EST375258 /FEA=EST /CNT=6 /TID=Hs.298645.0 /TIER=ConsEnd /STK=0 /UG=Hs.298645 /UG_TITLE=ESTs

243386_at, Similar to cDNA sequence BC035954

233016_at, Homo sapiens, clone IMAGE:4214313, mRNA

206456_at, gamma-aminobutyric acid (GABA) A receptor, alpha 5

204086_at, preferentially expressed antigen in melanoma

222927_s_at, lectin, mannose-binding, 1 like

213369_at, protocadherin 21

236563_at, chromosome 1 open reading frame 36

206596_s_at, neural retina leucine zipper

241856_at, Transcribed locus, strongly similar to NP_056343.1 ring finger protein 167 [Homo sapiens]

223392_s_at, zinc finger protein 537

222895_s_at, B-cell CLL/lymphoma 11B (zinc finger protein)

230746_s_at, gb:AW003173 /DB_XREF=gi:5850089 /DB_XREF=wq63e07.x1 /CLONE=IMAGE:2475972 /FEA=EST /CNT=17 /TID=Hs.25590.1 /TIER=Stack /STK=17 /UG=Hs.25590 /...

209660_at, transthyretin (prealbumin, amyloidosis type I)

225968_at, prickle-like 2 (Drosophila)

236782_at, sterile alpha motif domain containing 3

206307_s_at, forkhead box D1

206023_at, neuromedin U

227545_at, BRCA1 associated RING domain 1

229305_at, MLF1 interacting protein

205046_at, centromere protein E, 312kDa

212021_s_at, antigen identified by monoclonal antibody Ki-67

211519_s_at, kinesin family member 2C

232278_s_at, DEP domain containing 1

202094_at, baculoviral IAP repeat-containing 5 (survivin)

235609_at, BRCA1 interacting protein C-terminal helicase 1

204126_s_at, CDC45 cell division cycle 45-like (S. cerevisiae)

213599_at, Opa interacting protein 5

205394_at, CHK1 checkpoint homolog (S. pombe)

204318_s_at, G-2 and S-phase expressed 1

209773_s_at, ribonucleotide reductase M2 polypeptide

204641_at, NIMA (never in mitosis gene a)-related kinase 2

204822_at, TTK protein kinase

204962_s_at, centromere protein A, 17kDa

219148_at, PDZ binding kinase

228323_at, AF15q14 protein

206364_at, kinesin family member 14

219918_s_at, asp (abnormal spindle)-like, microcephaly associated (Drosophila)

202870_s_at, CDC20 cell division cycle 20 homolog (S. cerevisiae)

218355_at, kinesin family member 4A

203764_at, discs, large homolog 7 (Drosophila)

208079_s_at, serine/threonine kinase 6

204709_s_at, kinesin family member 23

209642_at, BUB1 budding uninhibited by benzimidazoles 1 homolog (yeast)

219978_s_at, nucleolar and spindle associated protein 1

220651_s_at, MCM10 minichromosome maintenance deficient 10 (S. cerevisiae)

222680_s_at, RA-regulated nuclear matrix-associated protein

207165_at, hyaluronan-mediated motility receptor (RHAMM)

227249_at, Myosin, heavy polypeptide 11, smooth muscle

229490_s_at, gb:AW271106 /DB_XREF=gi:6658136 /DB_XREF=xr49a07.x1 /CLONE=IMAGE:2763444 /FEA=EST /CNT=54 /TID=Hs.133294.1 /TIER=Stack /STK=12 /UG=Hs.133294...

209753_s_at, thymopoietin

235709_at, growth arrest-specific 2 like 3

228293_at, novel 58.3 KDA protein

226408_at, TEA domain family member 2

227860_at, carboxypeptidase X (M14 family)

212977_at, chemokine orphan receptor 1

204304_s_at, prominin 1

230964_at, FRAS1 related extracellular matrix protein 2

205105_at, mannosidase, alpha, class 2A, member 1

201645_at, tenascin C (hexabrachion)

203739_at, zinc finger protein 217

204796_at, Echinoderm microtubule associated protein like 1

227059_at, Glypican 6

225864_at, breast cancer membrane protein 101

204731_at, transforming growth factor, beta receptor III (betaglycan, 300kDa)

242828_at, Fidgetin

210095_s_at, insulin-like growth factor binding protein 3

212097_at, caveolin 1, caveolae protein, 22kDa

223360_at, chromosome 21 open reading frame 56

204235_s_at, GULP, engulfment adaptor PTB domain containing 1

205547_s_at, transgelin

202291_s_at, matrix Gla protein

201852_x_at, collagen, type III, alpha 1 (Ehlers-Danlos syndrome type IV, autosomal dominant)

1556499_s_at, collagen, type I, alpha 1

202403_s_at, collagen, type I, alpha 2

209156_s_at, collagen, type VI, alpha 2

201438_at, collagen, type VI, alpha 3

202766_s_at, fibrillin 1 (Marfan syndrome)

209101_at, connective tissue growth factor

221730_at, collagen, type V, alpha 2

202007_at, nidogen (enactin)

211966_at, collagen, type IV, alpha 2

211980_at, collagen, type IV, alpha 1

202878_s_at, complement component 1, q subcomponent, receptor 1

201744_s_at, lumican

201893_x_at, decorin

213348_at, cyclin-dependent kinase inhibitor 1C (p57, Kip2)

203570_at, lysyl oxidase-like 1

203499_at, EPH receptor A2

212713_at, microfibrillar-associated protein 4

225604_s_at, chromosome 9 open reading frame 19

225078_at, epithelial membrane protein 2

202934_at, hexokinase 2

202431_s_at, v-myc myelocytomatosis viral oncogene homolog (avian)

219215_s_at, solute carrier family 39 (zinc transporter), member 4

208690_s_at, PDZ and LIM domain 1 (elfin)

209191_at, tubulin, beta 6

201302_at, annexin A4

202718_at, insulin-like growth factor binding protein 2, 36kDa

202283_at, serine (or cysteine) proteinase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium derived factor), member 1

213051_at, zinc finger CCCH type, antiviral 1

203857_s_at, for protein disulfide isomerase-related

212154_at, syndecan 2 (heparan sulfate proteoglycan 1, cell surface-associated, fibroglycan)

201209_at, histone deacetylase 1

225081_s_at, transcription factor RAM2

212345_s_at, cAMP responsive element binding protein 3-like 2

1554464_a_at, cartilage associated protein

202096_s_at, benzodiazapine receptor (peripheral)

1554679_a_at, lysosomal associated protein transmembrane 4 beta

211967_at, pro-oncosis receptor inducing membrane injury gene

225056_at, signal-induced proliferation-associated 1 like 2

201761_at, methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 2, methenyltetrahydrofolate cyclohydrolase

224840_at, FK506 binding protein 5

201069_at, matrix metalloproteinase 2 (gelatinase A, 72kDa gelatinase, 72kDa type IV collagenase)

225673_at, myeloid-associated differentiation marker

213110_s_at, collagen, type IV, alpha 5 (Alport syndrome)

212761_at, transcription factor 7-like 2 (T-cell specific, HMG-box)

212377_s_at, Notch homolog 2 (Drosophila)

224894_at, Yes-associated protein 1, 65kDa

212915_at, PDZ domain containing RING finger 3

204967_at, apical protein-like (Xenopus laevis)

209201_x_at, chemokine (C-X-C motif) receptor 4

205573_s_at, sorting nexin 7

204082_at, pre-B-cell leukemia transcription factor 3

213194_at, roundabout, axon guidance receptor, homolog 1 (Drosophila)

203819_s_at, IGF-II mRNA-binding protein 3

223582_at, monogenic, audiogenic seizure susceptibility 1 homolog (mouse)

213435_at, SATB family member 2

204359_at, fibronectin leucine rich transmembrane protein 2

211675_s_at, I-mfa domain-containing protein /// I-mfa domain-containing protein

202436_s_at, cytochrome P450, family 1, subfamily B, polypeptide 1

202409_at, putative insulin-like growth factor II associated protein

209687_at, chemokine (C-X-C motif) ligand 12 (stromal cell-derived factor 1)

225285_at, branched chain aminotransferase 1, cytosolic

242881_x_at, hypothetical LOC389048

209318_x_at, pleiomorphic adenoma gene-like 1

228570_at, BTB (POZ) domain containing 11

1569469_a_at, LIM homeobox 8

219523_s_at, odz, odd Oz/ten-m homolog 3 (Drosophila)

213222_at, phospholipase C, beta 1 (phosphoinositide-specific)

229831_at, contactin 3 (plasmacytoma associated)

229288_at, EPH receptor A7

233401_at, Neuronal cell adhesion molecule

244414_at, Mastermind-like 2 (Drosophila)

219250_s_at, fibronectin leucine rich transmembrane protein 3

232481_s_at, SLIT and NTRK-like family, member 6

206070_s_at, EPH receptor A3

227498_at, CDNA FLJ11723 fis, clone HEMBA1005314

228214_at, Transcribed locus
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231051_at, MRNA of muscle specific gene M1.234082_at, CDNA FLJ11831 fis, clone HEMBA1006562236448_at, unc-5 homolog A (C. elegans)219778_at, zinc finger protein, multitype 2205113_at, neurofilament 3 (150kDa medium)221805_at, neurofilament, light polypeptide 68kDa211074_at, gb:AF000381.1 /DB_XREF=gi:2565195 /FEA=FLmRNA /CNT=1 /TID=HsAffx.901120.761 /TIER=FL /STK=0 /DEF=Homo sapiens non-functional folate binding protein mRN...210347_s_at, B-cell CLL/lymphoma 11A (zinc finger protein)233814_at, gb:AK025909.1 /DB_XREF=gi:10438569 /FEA=mRNA /CNT=2 /TID=Hs.288741.1 /TIER=ConsEnd /STK=0 /UG=Hs.288741 /UG_TITLE=Homo sapiens cDNA: FLJ22256 fis...219935_at, a disintegrin-like and metalloprotease (reprolysin type) with thrombospondin type 1 motif, 5 (aggrecanase-2)227838_at, CDNA FLJ12425 fis, clone MAMMA1003104205501_at, CDNA FLJ25677 fis, clone TST04054202669_s_at, ephrin-B2226844_at, MOB1, Mps One Binder kinase activator-like 2B (yeast)201525_at, apolipoprotein D203889_at, secretory granule, neuroendocrine protein 1 (7B2 protein)1559477_s_at, Meis1, myeloid ecotropic viral integration site 1 homolog (mouse)203131_at, platelet-derived growth factor receptor, alpha polypeptide228956_at, UDP glycosyltransferase 8 (UDP-galactose ceramide galactosyltransferase)242455_at, POU domain, class 3, transcription factor 2226766_at, roundabout, axon guidance receptor, homolog 2 (Drosophila)215028_at, sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6A225990_at, brother of CDO205433_at, butyrylcholinesterase213721_at, SRY (sex determining region Y)-box 2206022_at, Norrie disease (pseudoglioma)209621_s_at, PDZ and LIM domain 3204030_s_at, schwannomin interacting protein 1228780_at, POU domain, class 3, transcription factor 3202206_at, ADP-ribosylation factor-like 7219170_at, fibronectin type 3 and SPRY domain containing 1202036_s_at, secreted frizzled-related protein 1220231_at, chromosome 7 open reading frame 16228658_at, hypothetical protein LOC150271244455_at, sodium- and chloride-activated ATP-sensitive potassium channel223805_at, oxysterol binding protein-like 6229975_at, Transcribed locus1569607_s_at, ankyrin repeat domain 20A /// chromosome 21 open reading frame 81 /// similar to ankyrin repeat domain 20A218552_at, enoyl Coenzyme A hydratase domain containing 2217053_x_at, ets variant gene 1226907_at, protein phosphatase 1, regulatory (inhibitor) subunit 14C228170_at, oligodendrocyte transcription factor 1236029_at, FAT tumor suppressor homolog 3 (Drosophila)225288_at, collagen, type XXVII, alpha 1211419_s_at, chimerin (chimaerin) 2227202_at, Contactin 1206849_at, gamma-aminobutyric acid (GABA) A receptor, gamma 2232010_at, follistatin-like 5213849_s_at, protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 52), beta isoform213714_at, calcium channel, voltage-dependent, beta 2 subunit229254_at, hypothetical protein DKFZp761N1114224650_at, mal, T-cell differentiation protein 2211422_at, transient receptor potential cation channel, subfamily M, member 3223681_s_at, InaD-like (Drosophila)239291_at, MRNA; cDNA DKFZp761C1418 (from clone DKFZp761C1418)1554593_s_at, solute carrier family 1 (high affinity aspartate/glutamate transporter), member 6236044_at, phosphatidic acid phosphatase type 2 domain containing 1240847_at, Reelin227529_s_at, A kinase (PRKA) anchor protein (gravin) 12205428_s_at, calbindin 2, 29kDa (calretinin)209569_x_at, DNA segment on chromosome 4 (unique) 234 expressed sequence243357_at, neuronal growth regulator 1207014_at, gamma-aminobutyric acid (GABA) A receptor, alpha 2237250_at, Full length insert cDNA clone YZ87G11214434_at, heat shock 70kDa protein 12A231898_x_at, SOX2 overlapping transcript (non-coding RNA)240690_at, Hypothetical protein DKFZp761P0423220122_at, multiple C2-domains with two transmembrane regions 1212850_s_at, low density lipoprotein receptor-related protein 4212311_at, KIAA0746 protein206114_at, EPH receptor A4226560_at, Sphingosine-1-phosphate phosphotase 2219737_s_at, protocadherin 9213050_at, cordon-bleu homolog (mouse)219310_at, chromosome 20 open reading frame 39223642_at, Zic family member 2 (odd-paired homolog, Drosophila)218966_at, myosin VC1552848_a_at, patched domain containing 1232935_at, Lipoma HMGIC fusion partner225239_at, CDNA FLJ26120 fis, clone SYN00419227062_at, trophoblast-derived noncoding RNA203638_s_at, fibroblast growth factor receptor 2 (bacteria-expressed kinase, keratinocyte growth factor receptor, craniofacial dysostosis 1, Crouzon syndrome, Pfeiffer syndrome, Jackso...204379_s_at, fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism)205625_s_at, calbindin 1, 28kDa230680_at, Transcribed locus232636_at, SLIT and NTRK-like family, member 4229963_at, NGFRAP1-like 1236045_x_at, LOC441801243509_at, Hypothetical protein LOC2560211552626_a_at, hypothetical protein DKFZp566N034211343_s_at, collagen, type XIII, alpha 1207789_s_at, dipeptidylpeptidase 6230040_at, a disintegrin-like and metalloprotease (reprolysin type) with thrombospondin type 1 motif, 18205029_s_at, fatty acid binding protein 7, brain202921_s_at, ankyrin 2, neuronal205549_at, Purkinje cell protein 4223623_at, esophageal cancer related gene 4 protein219659_at, ATPase, aminophospholipid transporter-like, Class I, type 8A, member 2216963_s_at, growth associated protein 43210721_s_at, p21(CDKN1A)-activated kinase 7232411_at, EST from clone 24355, full insert205889_s_at, gb:NM_014790.1 /DB_XREF=gi:7662177 /GEN=KIAA0555 /FEA=FLmRNA /CNT=34 /TID=Hs.43107.0 /TIER=FL /STK=0 /UG=Hs.43107 /LL=9832 /DEF=Homo sapiens ...221236_s_at, stathmin-like 4 /// stathmin-like 4242931_at, Transcribed locus230303_at, synaptoporin1557745_at, CDNA FLJ25178 fis, clone CBR09176235527_at, hypothetical protein LOC2842141560411_at, gb:BC041965.1 /DB_XREF=gi:27469469 /TID=Hs2.434532.1 /CNT=3 /FEA=mRNA /TIER=ConsEnd /STK=0 /UG=Hs.434532 /UG_TITLE=Homo sapiens, clone IMAGE:53...1566867_at, PRbBP-39233139_at, PRbBP-39244217_at, PRbBP-39230773_at, Transcribed locus235831_at, Transcribed locus213967_at, hypothetical protein LOC138046234314_at, KIAA1272 protein206349_at, leucine-rich, glioma inactivated 1211276_at, transcription elongation factor A (SII)-like 2205818_at, deleted in bladder cancer 1223672_at, hypothetical protein DKFZp761D2211556580_a_at, Similar to tryptophan/serine protease1559283_a_at, hypothetical protein LOC285888207060_at, engrailed homolog 2226086_at, synaptotagmin XIII206280_at, cadherin 18, type 2235977_at, CDNA FLJ36725 fis, clone UTERU2012230206984_s_at, Ras-like without CAAX 2228101_at, MRNA; cDNA DKFZp761L1121 (from clone DKFZp761L1121)238426_at, hypothetical protein DKFZp761L1417227618_at, FLJ44635 protein210794_s_at, maternally expressed 3 /// hypothetical gene supported by BX161452212732_at, maternally expressed 3230497_at, bruno-like 5, RNA binding protein (Drosophila)235916_at, yippee-like 4 (Drosophila)229110_at, CDNA clone IMAGE:4794876, partial cds203928_x_at, microtubule-associated protein tau214279_s_at, NDRG family member 2211679_x_at, G protein-coupled receptor 51 /// G protein-coupled receptor 51203400_s_at, transferrin227290_at, CDNA FLJ13598 fis, clone PLACE1009921205348_s_at, dynein, cytoplasmic, intermediate polypeptide 1230849_at, CDNA FLJ37441 fis, clone BRAWH2006543213929_at, Homo sapiens, Similar to likely ortholog of yeast ARV1, clone IMAGE:4733238, mRNA214734_at, SLAC2-B209859_at, tripartite motif-containing 9232426_at, MRNA full length insert cDNA clone EUROIMAGE 30103228608_at, Voltage gated channel like 1204466_s_at, synuclein, alpha (non A4 component of amyloid precursor) /// synuclein, alpha (non A4 component of amyloid precursor)236081_at, Transcribed locus207299_s_at, glutamate receptor, metabotropic 1206290_s_at, regulator of G-protein signalling 7235066_at, microtubule-associated protein 4239765_at, Transcribed locus, strongly similar to XP_507918.1 BTAF1 RNA polymerase II, B-TFIID transcription factor-associated, 170kDa [Pan troglodytes]227440_at, E2a-Pbx1-associated protein236838_at, hypothetical gene supported by BC019717231175_at, chromosome 6 open reading frame 65226627_at, septin 8214956_at, AP2 associated kinase 1204762_s_at, guanine nucleotide binding protein (G protein), alpha activating activity polypeptide O209839_at, dynamin 31552953_a_at, neurogenic differentiation 2204591_at, cell adhesion molecule with homology to L1CAM (close homolog of L1)205230_at, rabphilin 3A homolog (mouse)205637_s_at, SH3-domain GRB2-like 3209693_at, astrotactin 2222784_at, gb:AJ249900.1 /DB_XREF=gi:10432430 /GEN=smoc1 /FEA=FLmRNA /CNT=89 /TID=Hs.14144.0 /TIER=Stack /STK=33 /UG=Hs.14144 /LL=64093 /DEF=Homo sapiens m...206045_s_at, nucleolar protein 4207957_s_at, Protein kinase C, beta 1227949_at, phosphatase and actin regulator 3205551_at, synaptic vesicle glycoprotein 2B221310_at, fibroblast growth factor 14203895_at, phospholipase C, beta 4214111_at, Opioid binding protein/cell adhesion molecule-like203354_s_at, pleckstrin and Sec7 domain containing 3214735_at, phosphoinositide-binding protein PIP3-E229244_at, CDNA FLJ37216 fis, clone BRALZ2008696228218_at, Homo sapiens, clone IMAGE:5284125, mRNA235494_at, Homo sapiens, clone IMAGE:5284125, mRNA204678_s_at, potassium channel, subfamily K, member 1209793_at, glutamate receptor, ionotropic, AMPA 1229725_at, Acyl-CoA synthetase long-chain family member 6238521_at, Transcribed locus, weakly similar to XP_376981.1 similar to hypothetical protein (L1H 3 region) - human [Homo sapiens]235118_at, Homo sapiens, clone IMAGE:4811412, mRNA240433_x_at, Homo sapiens, clone IMAGE:4811412, mRNA202800_at, solute carrier family 1 (glial high affinity glutamate transporter), member 3223551_at, protein kinase (cAMP-dependent, catalytic) inhibitor beta212473_s_at, flavoprotein oxidoreductase MICAL2205466_s_at, heparan sulfate (glucosamine) 3-O-sulfotransferase 1233249_at, CDNA FLJ13313 fis, clone OVARC10014891560265_at, glutamate receptor, ionotropic, kainate 2213845_at, GRIK2=GluR6 kainate receptor {3' untranslated region, TAA trinucleotide repeats} [human, caudate/putamen, mRNA Partial, 540 nt]225165_at, protein phosphatase 1, regulatory (inhibitor) subunit 1B (dopamine and cAMP regulated phosphoprotein, DARPP-32)229085_at, leucine rich repeat containing 3B202178_at, protein kinase C, zeta205590_at, RAS guanyl releasing protein 1 (calcium and DAG-regulated)229032_at, gb:BE962770 /DB_XREF=gi:11766010 /DB_XREF=601656168R1 /CLONE=IMAGE:3855808 /FEA=EST /CNT=22 /TID=Hs.78996.1 /TIER=Stack /STK=10 /UG=Hs.78996 /...232195_at, G protein-coupled receptor 158231935_at, cyclic AMP-regulated phosphoprotein, 21 kD202191_s_at, growth arrest-specific 7206678_at, gamma-aminobutyric acid (GABA) A receptor, alpha 11557122_s_at, CDNA clone IMAGE:4814184, partial cds242344_at, CDNA clone IMAGE:4814184, partial cds219619_at, DIRAS family, GTP-binding RAS-like 2227053_at, protein kinase C and casein kinase substrate in neurons 1202890_at, microtubule-associated protein 7240180_at, MRNA full length insert cDNA clone EUROIMAGE 1090207229039_at, synapsin II1557133_at, hypothetical protein LOC286411207276_at, cerebellar degeneration-related protein 1, 34kDa223500_at, complexin 1223574_x_at, protein phosphatase 2 (formerly 2A), regulatory subunit B (PR 52), gamma isoform211748_x_at, prostaglandin D2 synthase 21kDa (brain) /// prostaglandin D2 synthase 21kDa (brain)229029_at, Transcribed locus, weakly similar to XP_499236.1 LOC442377 [Homo sapiens]236359_at, sodium channel, voltage-gated, type IV, beta205730_s_at, actin binding LIM protein family, member 3205691_at, synaptogyrin 3209755_at, nicotinamide nucleotide adenylyltransferase 2222005_s_at, guanine nucleotide binding protein (G protein), gamma 3226918_at, gb:BF513474 /DB_XREF=gi:11598653 /DB_XREF=UI-H-BW1-ams-f-09-0-UI.s1 /CLONE=IMAGE:3071008 /FEA=EST /CNT=54 /TID=Hs.26714.0 /TIER=Stack /STK=29 /UG...203619_s_at, Fas apoptotic inhibitory molecule 2223603_at, zinc finger protein 179230081_at, phosphatidylinositol-specific phospholipase C, X domain containing 3219368_at, nucleosome assembly protein 1-like 2203797_at, visinin-like 1231930_at, ELMO domain containing 1205795_at, neurexin 3219572_at, Ca2+-dependent activator protein for secretion 2207010_at, gamma-aminobutyric acid (GABA) A receptor, beta 11556096_s_at, unc-13 homolog C (C. elegans)219557_s_at, nuclear receptor interacting protein 3203710_at, inositol 1,4,5-triphosphate receptor, type 1207323_s_at, myelin basic protein210198_s_at, proteolipid protein 1 (Pelizaeus-Merzbacher disease, spastic paraplegia 2, uncomplicated)213841_at, MRNA, chromosome 1 specific transcript KIAA0510.203146_s_at, gamma-aminobutyric acid (GABA) B receptor, 1219415_at, tweety homolog 1 (Drosophila)209159_s_at, NDRG family member 4210657_s_at, septin 4212805_at, KIAA0367205384_at, FXYD domain containing ion transport regulator 1 (phospholemman)221008_s_at, alanine-glyoxylate aminotransferase 2-like 1 /// alanine-glyoxylate aminotransferase 2-like 1210611_s_at, dystrobrevin, alpha212390_at, phosphodiesterase 4D interacting protein (myomegalin)209504_s_at, pleckstrin homology domain containing, family B (evectins) member 1230563_at, RasGEF domain family, member 1A203961_at, nebulette205475_at, scrapie responsive protein 1202897_at, protein tyrosine phosphatase, non-receptor type substrate 1207547_s_at, TU3A protein209686_at, S100 calcium binding protein, beta (neural)202022_at, aldolase C, fructose-bisphosphate205970_at, metallothionein 3 (growth inhibitory factor (neurotrophic))202834_at, angiotensinogen (serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 8)230577_at, Transcribed locus205117_at, fibroblast growth factor 1 (acidic)228581_at, potassium inwardly-rectifying channel, subfamily J, member 10207093_s_at, oligodendrocyte myelin glycoprotein213395_at, megalencephalic leukoencephalopathy with subcortical cysts 1203908_at, solute carrier family 4, sodium bicarbonate cotransporter, member 4206243_at, tissue inhibitor of metalloproteinase 4219564_at, potassium inwardly-rectifying channel, subfamily J, member 16210040_at, solute carrier family 12, (potassium-chloride transporter) member 5214978_s_at, protein tyrosine phosphatase, receptor type, f polypeptide (PTPRF), interacting protein (liprin), alpha 4206381_at, sodium channel, voltage-gated, type II, alpha 2229057_at, MRNA; cDNA DKFZp761D191 (from clone DKFZp761D191)228051_at, hypothetical protein LOC202451238663_x_at, glutamate receptor, ionotrophic, AMPA 4205489_at, crystallin, mu219671_at, hippocalcin like 4223885_at, calneuron 1230698_at, MRNA; cDNA DKFZp434H205 (from clone DKFZp434H205)218692_at, hypothetical protein FLJ20366231213_at, phosphodiesterase 1A, calmodulin-dependent231986_at, Regulating synaptic membrane exocytosis 1233059_at, Potassium inwardly-rectifying channel, subfamily J, member 3207103_at, potassium voltage-gated channel, Shal-related subfamily, member 2228509_at, SPHK1 (sphingosine kinase type 1) interacting protein212224_at, aldehyde dehydrogenase 1 family, member A1205336_at, parvalbumin208153_s_at, FAT tumor suppressor homolog 2 (Drosophila) /// FAT tumor suppressor homolog 2 (Drosophila)207182_at, gamma-aminobutyric acid (GABA) A receptor, alpha 6235221_at, KIAA0323238462_at, Cbl-interacting protein Sts-11560728_at, SH3-domain GRB2-like 2239726_at, Ankyrin 3, node of Ranvier (ankyrin G)242736_at, Sorbin and SH3 domain containing 1209355_s_at, phosphatidic acid phosphatase type 2B221530_s_at, basic helix-loop-helix domain containing, class B, 3212845_at, sterile alpha motif domain containing 4212993_at, MRNA; cDNA DKFZp667B1718 (from clone DKFZp667B1718)218899_s_at, brain and acute leukemia, cytoplasmic208791_at, clusterin (complement lysis inhibitor, SP-40,40, sulfated glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotein J)203540_at, glial fibrillary acidic protein206826_at, peripheral myelin protein 2221795_at, neurotrophic tyrosine kinase, receptor, type 2202254_at, CDNA clone IMAGE:5286091, partial cds208457_at, gamma-aminobutyric acid (GABA) A receptor, delta214046_at, MRNA; cDNA DKFZp686F1844 (from clone DKFZp686F1844)214376_at, Clone 24626 mRNA sequence203562_at, fasciculation and elongation protein zeta 1 (zygin I)209459_s_at, 4-aminobutyrate aminotransferase226677_at, zinc finger protein 521220115_s_at, cadherin 10, type 2 (T2-cadherin)235342_at, gb:AI808090 /DB_XREF=gi:5394578 /DB_XREF=wf92f03.x1 /CLONE=IMAGE:2363069 /FEA=EST /CNT=14 /TID=Hs.46786.0 /TIER=ConsEnd /STK=7 /UG=Hs.46786 /UG...213478_at, KIAA1026 protein225342_at, Adenylate kinase 31552439_s_at, MEGF11 protein205278_at, glutamate decarboxylase 1 (brain, 67kDa)203998_s_at, synaptotagmin I230045_at, contactin 2 (axonal)210770_s_at, calcium channel, voltage-dependent, P/Q type, alpha 1A subunit1556761_at, Methionine sulfoxide reductase A229406_at, similar to ataxin 2-binding protein 1 isoform 4; hexaribonucleotide binding protein 1204823_at, neuron navigator 3205898_at, chemokine (C-X3-C motif) receptor 1205646_s_at, paired box gene 6 (aniridia, keratitis)228302_x_at, calcium/calmodulin-dependent protein kinase II217033_x_at, gb:S76475.1 /DB_XREF=gi:913721 /GEN=trkC /FEA=mRNA /CNT=2 /TID=Hs.26776.2 /TIER=ConsEnd /STK=0 /UG=Hs.26776 /LL=4916 /UG_TITLE=neurotrophic tyrosi...206462_s_at, neurotrophic tyrosine kinase, receptor, type 3215115_x_at, gb:AI613045 /DB_XREF=gi:4622212 /DB_XREF=ty68g03.x1 /CLONE=IMAGE:2284276 /FEA=mRNA /CNT=6 /TID=Hs.169081.2 /TIER=ConsEnd /STK=0 /UG=Hs.16908...213960_at, CDNA FLJ37610 fis, clone BRCOC2011398215311_at, MRNA full length insert cDNA clone EUROIMAGE 21920205747_at, cerebellin 1 precursor227929_at, Homo sapiens, clone IMAGE:5277945, mRNA213217_at, adenylate cyclase 2 (brain)232523_at, MEGF10 protein206084_at, protein tyrosine phosphatase, receptor type, R220889_s_at, carbonic anhydrase X223557_s_at, transmembrane protein with EGF-like and two follistatin-like domains 2229266_at, hypothetical protein LOC284033205100_at, glutamine-fructose-6-phosphate transaminase 2205259_at, nuclear receptor subfamily 3, group C, member 21555800_at, zinc finger protein 5331554524_a_at, olfactomedin 31557422_at, CUG triplet repeat, RNA binding protein 2224588_at, gb:AA167449 /DB_XREF=gi:1745836 /DB_XREF=zp08h11.s1 /CLONE=IMAGE:595845 /FEA=mRNA /CNT=416 /TID=Hs.83623.2 /TIER=Stack /STK=59 /UG=Hs.83623 /L...227671_at, gb:AV646597 /DB_XREF=gi:9867611 /DB_XREF=AV646597 /CLONE=GLCAPB04 /FEA=EST /CNT=57 /TID=Hs.51615.0 /TIER=Stack /STK=34 /UG=Hs.51615 /UG_TITL...204424_s_at, LIM domain only 3 (rhombotin-like 2)222301_at, Transcriptional activator of the c-fos promoter235210_s_at, RPE-spondin213943_at, twist homolog 1 (acrocephalosyndactyly 3; Saethre-Chotzen syndrome) (Drosophila)219867_at, chondrolectin207197_at, Zic family member 3 heterotaxy 1 (odd-paired homolog, Drosophila)241224_x_at, Down syndrome critical region gene 8242054_s_at, Sine oculis homeobox homolog 3 (Drosophila)223629_at, protocadherin beta 5226558_at, hypothetical gene supported by AK096952; AK126241; BC068588244042_x_at, gb:AA883831 /DB_XREF=gi:2993361 /DB_XREF=am21g03.s1 /CLONE=IMAGE:1467508 /FEA=EST /CNT=5 /TID=Hs.252924.0 /TIER=ConsEnd /STK=1 /UG=Hs.25292...233170_at, Transcribed locus207725_at, POU domain, class 4, transcription factor 2230537_at, gb:AA401256 /DB_XREF=gi:2055145 /DB_XREF=zv66c02.s1 /CLONE=IMAGE:758594 /FEA=EST /CNT=13 /TID=Hs.191095.0 /TIER=Stack /STK=9 /UG=Hs.191095 /UG_...205656_at, protocadherin 17227289_at, hypothetical protein LOC144997205088_at, chromosome X open reading frame 6206935_at, protocadherin 8226145_s_at, Fraser syndrome 1204014_at, dual specificity phosphatase 4226034_at, Homo sapiens, clone IMAGE:3881549, mRNA211571_s_at, chondroitin sulfate proteoglycan 2 (versican)206157_at, pentaxin-related gene, rapidly induced by IL-1 beta230836_at, ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 4225265_at, RNA binding motif, single stranded interacting protein 1204944_at, protein tyrosine phosphatase, receptor type, G204457_s_at, growth arrest-specific 1206197_at, non-metastatic cells 5, protein expressed in (nucleoside-diphosphate kinase)227461_at, Stonin 2227997_at, Interleukin 17 receptor D222325_at, Non-coding RNA in rhabdomyosarcoma (RMS)226817_at, desmocollin 2222288_at, Similar to CG9996-PA200606_at, desmoplakin209897_s_at, slit homolog 2 (Drosophila)230130_at, gb:AI692523 /DB_XREF=gi:4969863 /DB_XREF=wd73d06.x1 /CLONE=IMAGE:2337227 /FEA=EST /CNT=13 /TID=Hs.110373.1 /TIER=Stack /STK=10 /UG=Hs.110373 /U...203184_at, fibrillin 2 (congenital contractural arachnodactyly)203476_at, trophoblast glycoprotein206051_at, ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu antigen D)215228_at, nescient helix loop helix 2219736_at, tripartite motif-containing 36230271_at, Homo sapiens, clone IMAGE:4512785, mRNA237187_at, gb:AW665665 /DB_XREF=gi:7458134 /DB_XREF=hj05d02.x1 /CLONE=IMAGE:2980899 /FEA=EST /CNT=5 /TID=Hs.153034.0 /TIER=ConsEnd /STK=5 /UG=Hs.153034 /...230237_at, Adenylate cyclase activating polypeptide 1 (pituitary)240709_at, seizure related 6 homolog (mouse)-like1554863_s_at, docking protein 5206707_x_at, chromosome 6 open reading frame 32212828_at, synaptojanin 2205577_at, phosphorylase, glycogen; muscle (McArdle syndrome, glycogen storage disease type V)212942_s_at, KIAA1199244420_at, Core-binding factor, runt domain, alpha subunit 2; translocated to, 1; cyclin D-related236089_at, Transcribed locus236711_at, Zic family member 4241440_at, gb:BF108881 /DB_XREF=gi:10938571 /DB_XREF=7l53f12.x1 /CLONE=IMAGE:3525263 /FEA=EST /CNT=5 /TID=Hs.146067.0 /TIER=ConsEnd /STK=4 /UG=Hs.146067 /...226489_at, transmembrane and coiled-coil domains 3206470_at, plexin C1242134_at, Transcribed locus235201_at, Transcribed locus243278_at, Transcribed locus203407_at, periplakin203789_s_at, sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C216086_at, synaptic vesicle glycoprotein 2C1554020_at, bicaudal D homolog 1 (Drosophila)242206_at, similar to Zinc finger protein 58 (Zfp-58) (Zinc finger protein Mfg-1)206794_at, v-erb-a erythroblastic leukemia viral oncogene homolog 4 (avian)1554242_a_at, coagulation factor C homolog, cochlin (Limulus polyphemus)204776_at, thrombospondin 4209692_at, eyes absent homolog 2 (Drosophila)224215_s_at, delta-like 1 (Drosophila)204529_s_at, thymus high mobility group box protein TOX1557458_s_at, SHB (Src homology 2 domain containing) adaptor protein B206140_at, LIM homeobox 2201110_s_at, thrombospondin 1226021_at, retinol dehydrogenase 10 (all-trans)204472_at, GTP binding protein overexpressed in skeletal muscle212353_at, sulfatase 1218002_s_at, chemokine (C-X-C motif) ligand 14221969_at, Paired box gene 5 (B-cell lineage specific activator)213920_at, cut-like 2 (Drosophila)226225_at, gb:BE967311 /DB_XREF=gi:11773438 /DB_XREF=601661186R1 /CLONE=IMAGE:3916173 /FEA=mRNA /CNT=70 /TID=Hs.284252.0 /TIER=Stack /STK=19 /UG=Hs.284...242277_at, Phosphatase and actin regulator 2244170_at, CDNA FLJ37366 fis, clone BRAMY20244161558388_a_at, Hypothetical protein FLJ39630205148_s_at, chloride channel 41554530_at, hypothetical protein MGC335301560692_at, hypothetical protein LOC285878228573_at, anthrax toxin receptor 2229580_at, Transcribed locus205413_at, chromosome 11 open reading frame 8219179_at, dapper homolog 1, antagonist of beta-catenin (xenopus)228821_at, Sialyltransferase 2 (monosialoganglioside sialyltransferase)228284_at, transducin-like enhancer of split 1 (E(sp1) homolog, Drosophila)233072_at, netrin G2213894_at, KIAA0960 protein214920_at, hypothetical protein LOC221981214078_at, P21 (CDKN1A)-activated kinase 3229201_at, Full-length cDNA clone CS0DF014YC15 of Fetal brain of Homo sapiens (human)206939_at, deleted in colorectal carcinoma238914_at, Transcribed locus240317_at, protocadherin beta 4206765_at, potassium inwardly-rectifying channel, subfamily J, member 2231513_at, gb:BF111326 /DB_XREF=gi:10941016 /DB_XREF=7l75e07.x1 /CLONE=IMAGE:3527149 /FEA=EST /CNT=8 /TID=Hs.1547.1 /TIER=Stack /STK=8 /UG=Hs.1547 /LL=375...206706_at, neurotrophin 3244111_at, hypothetical protein MGC455621558733_at, hypothetical protein FLJ35036229060_at, gb:AW005748 /DB_XREF=gi:5854526 /DB_XREF=wz89b03.x1 /CLONE=IMAGE:2565965 /FEA=EST /CNT=21 /TID=Hs.88845.0 /TIER=Stack /STK=10 /UG=Hs.88845 /UG...231776_at, eomesodermin homolog (Xenopus laevis)206209_s_at, carbonic anhydrase IV213030_s_at, plexin A2211302_s_at, phosphodiesterase 4B, cAMP-specific (phosphodiesterase E4 dunce homolog, Drosophila)204114_at, nidogen 2 (osteonidogen)207303_at, phosphodiesterase 1C, calmodulin-dependent 70kDa236344_at, Transcribed locus239218_at, CDNA FLJ43039 fis, clone BRTHA3003023227875_at, kelch-like 13 (Drosophila)207164_s_at, zinc finger protein 238235486_at, hypothetical protein MGC34830215290_at, Clone 24571 mRNA sequence230902_at, gb:AW006096 /DB_XREF=gi:5854874 /DB_XREF=wz92c08.x1 /CLONE=IMAGE:2566286 /FEA=EST /CNT=15 /TID=Hs.4254.0 /TIER=Stack /STK=15 /UG=Hs.4254 /UG_T...229815_at, CDNA clone IMAGE:4814828, partial cds230272_at, CDNA clone IMAGE:5260726, partial cds238850_at, CDNA clone IMAGE:5260726, partial cds229881_at, Kruppel-like factor 12215303_at, Clones 24632 and 24634 mRNA sequence230962_at, Clones 24632 and 24634 mRNA sequence209699_x_at, aldo-keto reductase family 1, member C2 (dihydrodiol dehydrogenase 2; bile acid binding protein; 3-alpha hydroxysteroid dehydrogenase, type III)242033_at, ring finger protein 1801563187_at, Potassium voltage-gated channel, subfamily H (eag-related), member 7206230_at, LIM homeobox 1215297_at, hypothetical protein LOC340281207379_at, EGF-like repeats and discoidin I-like domains 3220025_at, T-box, brain, 1229349_at, FLJ16517 protein220302_at, male germ cell-associated kinase201739_at, serum/glucocorticoid regulated kinase206018_at, forkhead box G1B207076_s_at, argininosuccinate synthetase223194_s_at, chromosome 6 open reading frame 85244227_at, synaptotagmin VI206163_at, mab-21-like 1 (C. elegans)206836_at, solute carrier family 6 (neurotransmitter transporter, dopamine), member 3232099_at, protocadherin beta 16239537_at, ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 2234759_at, gb:AK026836.1 /DB_XREF=gi:10439784 /FEA=mRNA /CNT=1 /TID=Hs.324060.0 /TIER=ConsEnd /STK=0 /UG=Hs.324060 /UG_TITLE=Homo sapiens cDNA: FLJ23183 fis...205110_s_at, fibroblast growth factor 13224851_at, cyclin-dependent kinase 6214774_x_at, trinucleotide repeat containing 9203372_s_at, suppressor of cytokine signaling 2230369_at, G protein-coupled receptor 161213479_at, neuronal pentraxin II1555935_s_at, hormonally upregulated Neu-associated kinase207030_s_at, cysteine and glycine-rich protein 2205123_s_at, transmembrane protein with EGF-like and two follistatin-like domains 1227760_at, Insulin-like growth factor binding protein-like 1204697_s_at, chromogranin A (parathyroid secretory protein 1)227242_s_at, early B-cell factor 3204239_s_at, neuronatin239443_at, protocadherin beta 6208121_s_at, protein tyrosine phosphatase, receptor type, O /// protein tyrosine phosphatase, receptor type, O215145_s_at, contactin associated protein-like 21553013_at, contactin associated protein-like 5243339_at, Transcribed locus207050_at, calcium channel, voltage-dependent, alpha 2/delta subunit 1227623_at, MRNA; cDNA DKFZp313C0240 (from clone DKFZp313C0240)232282_at, WNK lysine deficient protein kinase 3215767_at, chromosome 2 open reading frame 10213273_at, odz, odd Oz/ten-m homolog 4 (Drosophila)205978_at, klotho207250_at, sine oculis homeobox homolog 6 (Drosophila)241835_at, Hypothetical gene supported by BC0364351569652_at, myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 3210026_s_at, caspase recruitment domain family, member 10230650_at, CDNA FLJ12909 fis, clone NT2RP2004400206762_at, potassium voltage-gated channel, shaker-related subfamily, member 5213107_at, gb:R59093 /DB_XREF=gi:829788 /DB_XREF=yh03e12.s1 /CLONE=IMAGE:41943 /FEA=FLmRNA /CNT=70 /TID=Hs.170204.0 /TIER=ConsEnd /STK=4 /UG=Hs.170204 /L...213109_at, gb:N25621 /DB_XREF=gi:1139969 /DB_XREF=yx78a01.s1 /CLONE=IMAGE:267816 /FEA=FLmRNA /CNT=70 /TID=Hs.170204.0 /TIER=Stack /STK=8 /UG=Hs.170204 /LL...1559412_at, chromosome 21 open reading frame 34229623_at, Similar to hypothetical protein LOC231503219328_at, DEAD (Asp-Glu-Ala-Asp) box polypeptide 31232720_at, hypothetical protein FLJ31810229927_at, LEM domain containing 1239913_at, solute carrier family 10 (sodium/bile acid cotransporter family), member 4213103_at, START domain containing 13238585_at, glycosyltransferase-like domain containing 11554340_a_at, hypothetical gene supported by AK075558; BC0212861555716_a_at, coxsackie virus and adenovirus receptor1556444_a_at, CDNA FLJ34367 fis, clone FEBRA2016621208123_at, potassium voltage-gated channel, Shab-related subfamily, member 2208425_s_at, putative ankyrin-repeat containing protein236468_at, KIAA1906 protein223523_at, hypothetical protein MGC3040224092_at, BarH-like 1 (Drosophila)204850_s_at, doublecortex; lissencephaly, X-linked (doublecortin)210409_at, myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 4205492_s_at, dihydropyrimidinase-like 41567101_at, Dachshund homolog 1 (Drosophila)230596_at, CDNA FLJ39261 fis, clone OCBBF2009391230019_s_at, KIAA1337 protein236456_at, protein tyrosine phosphatase, non-receptor type 5 (striatum-enriched)233546_at, CDNA FLJ13003 fis, clone NT2RP3000418239678_at, AP1 gamma subunit binding protein 1244076_at, KIAA2022 protein1554633_a_at, myelin transcription factor 1-like209582_s_at, CD200 antigen1559603_at, hypothetical protein LOC283535216255_s_at, glutamate receptor, metabotropic 8231325_at, Unc-5 homolog D (C. elegans)1561341_at, CDNA clone IMAGE:5262752, partial cds1562828_at, Homo sapiens, clone IMAGE:4799094, mRNA1553500_at, F-box and leucine-rich repeat protein 211553541_at, LIM homeobox transcription factor 1, alpha202719_s_at, testis derived transcript (3 LIM domains)215527_at, KH domain containing, RNA binding, signal transduction associated 2205445_at, prolactin232156_at, CDNA: FLJ21268 fis, clone COL01718228796_at, copine IV231336_at, gb:AI703256 /DB_XREF=gi:4991156 /DB_XREF=wd82b05.x1 /CLONE=IMAGE:2338065 /FEA=EST /CNT=12 /TID=Hs.7130.0 /TIER=Stack /STK=12 /UG=Hs.7130 /LL=89...1554614_a_at, polypyrimidine tract binding protein 2225946_at, Chromosome 12 open reading frame 2220277_at, CXXC finger 4205344_at, chondroitin sulfate proteoglycan 5 (neuroglycan C)206608_s_at, retinitis pigmentosa GTPase regulator interacting protein 1213496_at, plasticity related gene 1232059_at, Down syndrome cell adhesion molecule like 11568603_at, Ca2+-dependent secretion activator204411_at, kinesin family member 21B242445_at, FYVE, RhoGEF and PH domain containing 4203704_s_at, ras responsive element binding protein 1219099_at, chromosome 12 open reading frame 5208497_x_at, neurogenin 11561319_at, CDNA clone IMAGE:5492202, partial cds231731_at, orthodenticle homolog 2 (Drosophila)1562473_at, Peroxisomal biogenesis factor 5-like241833_at, Full length insert cDNA clone YY86C01242488_at, CDNA FLJ38396 fis, clone FEBRA20079571553705_a_at, gb:NM_000740.1 /DB_XREF=gi:4502818 /GEN=CHRM3 /TID=Hs2.7138.1 /CNT=20 /FEA=FLmRNA /TIER=FL /STK=0 /LL=1131 /UG=Hs.7138 /DEF=Homo sapiens cho...1559633_a_at, cholinergic receptor, muscarinic 3219740_at, hypothetical protein FLJ12505220533_at, gb:NM_024853.1 /DB_XREF=gi:13376276 /GEN=FLJ13385 /FEA=FLmRNA /CNT=6 /TID=Hs.190279.0 /TIER=FL /STK=3 /UG=Hs.190279 /LL=79911 /DEF=Homo sapiens...230960_at, Transcribed locus232781_at, CDNA: FLJ22769 fis, clone KAIA1316204722_at, sodium channel, voltage-gated, type III, beta207981_s_at, estrogen-related receptor gamma224964_s_at, guanine nucleotide binding protein (G protein), gamma 2228333_at, Full length insert cDNA clone YT94E02230765_at, KIAA1239 protein232136_s_at, cortactin binding protein 2224822_at, deleted in liver cancer 1235004_at, RNA binding motif protein 241559213_at, Homo sapiens, clone IMAGE:5394246, mRNA219511_s_at, synuclein, alpha interacting protein (synphilin)1554101_a_at, hypothetical protein FLJ14624200952_s_at, cyclin D2231259_s_at, gb:BE467688 /DB_XREF=gi:9513463 /DB_XREF=hz67h08.x1 /CLONE=IMAGE:3213087 /FEA=EST /CNT=12 /TID=Hs.75586.1 /TIER=Stack /STK=10 /UG=Hs.75586 /L...214162_at, hypothetical protein LOC284244233536_at, KIAA1713201340_s_at, ectodermal-neural cortex (with BTB-like domain)229310_at, kelch repeat and BTB (POZ) domain containing 9231397_at, hypothetical protein LOC163404231980_at, Docking protein 5-like1553797_a_at, hypothetical protein FLJ30594226599_at, KIAA1727 protein206552_s_at, tachykinin, precursor 1 (substance K, substance P, neurokinin 1, neurokinin 2, neuromedin L, neurokinin alpha, neuropeptide K, neuropeptide gamma)232377_at, neurexophilin 1202995_s_at, fibulin 1203504_s_at, ATP-binding cassette, sub-family A (ABC1), member 1225381_at, Hypothetical gene supported by BX647608205258_at, inhibin, beta B (activin AB beta polypeptide)209535_s_at, gb:AF127481.1 /DB_XREF=gi:5199315 /GEN=proto-LBC /FEA=FLmRNA /CNT=157 /TID=Hs.301946.1 /TIER=FL /STK=0 /UG=Hs.301946 /LL=3928 /DEF=Homo sapien...230233_at, RasGEF domain family, member 1B235385_at, Membrane-associated RING-CH protein I220551_at, solute carrier family 17 (sodium-dependent inorganic phosphate cotransporter), member 6235018_at, MRNA; cDNA DKFZp564E143 (from clone DKFZp564E143)228186_s_at, thrombospondin, type I, domain containing 2217999_s_at, CDNA clone IMAGE:4514712, partial cds206805_at, sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3A230968_at, Full-length cDNA clone CS0DF032YA11 of Fetal brain of Homo sapiens (human)207307_at, 5-hydroxytryptamine (serotonin) receptor 2C215506_s_at, DIRAS family, GTP-binding RAS-like 3230067_at, Transcribed locus240841_at, insulinoma-associated 2219732_at, plasticity related gene 3236714_at, Similar to Dedicator of cytokinesis protein 9 (Cdc42 guanine nucleotide exchange factor zizimin 1)219895_at, hypothetical protein FLJ20716205206_at, Kallmann syndrome 1 sequence228640_at, BH-protocadherin (brain-heart)212063_at, CD44 antigen (homing function and Indian blood group system)202376_at, serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 3209047_at, aquaporin 1 (channel-forming integral protein, 28kDa)210067_at, aquaporin 4229872_s_at, LOC440667244008_at, Transcribed locus1569872_a_at, Homo sapiens, clone IMAGE:5242623, mRNA, partial cds202917_s_at, S100 calcium binding protein A8 (calgranulin A)201694_s_at, early growth response 1209189_at, v-fos FBJ murine osteosarcoma viral oncogene homolog214131_at, chromosome Y open reading frame 15B204409_s_at, eukaryotic translation initiation factor 1A, Y-linked206624_at, ubiquitin specific protease 9, Y-linked (fat facets-like, Drosophila)206700_s_at, Smcy homolog, Y-linked (mouse)201909_at, ribosomal protein S4, Y-linked 1205000_at, DEAD (Asp-Glu-Ala-Asp) box polypeptide 3, Y-linked206858_s_at, homeo box C6226582_at, hypothetical gene supported by BC009385210809_s_at, periostin, osteoblast specific factor204646_at, dihydropyrimidine dehydrogenase238661_at, Hypothetical gene supported by BX537900228375_at, immunoglobulin superfamily, member 11228698_at, SRY (sex determining region Y)-box 7210302_s_at, mab-21-like 2 (C. elegans)219779_at, zinc finger homeodomain 4241700_at, gb:AW963185 /DB_XREF=gi:8153021 /DB_XREF=EST375258 /FEA=EST /CNT=6 /TID=Hs.298645.0 /TIER=ConsEnd /STK=0 /UG=Hs.298645 /UG_TITLE=ESTs243386_at, Similar to cDNA sequence BC035954233016_at, Homo sapiens, clone IMAGE:4214313, mRNA206456_at, gamma-aminobutyric acid (GABA) A receptor, alpha 5204086_at, preferentially expressed antigen in melanoma222927_s_at, lectin, mannose-binding, 1 like213369_at, protocadherin 21236563_at, chromosome 1 open reading frame 36206596_s_at, neural retina leucine zipper241856_at, Transcribed locus, strongly similar to NP_056343.1 ring finger protein 167 [Homo sapiens]223392_s_at, zinc finger protein 537222895_s_at, B-cell CLL/lymphoma 11B (zinc finger protein)230746_s_at, gb:AW003173 /DB_XREF=gi:5850089 /DB_XREF=wq63e07.x1 /CLONE=IMAGE:2475972 /FEA=EST /CNT=17 /TID=Hs.25590.1 /TIER=Stack /STK=17 /UG=Hs.25590 /...209660_at, transthyretin (prealbumin, amyloidosis type I)225968_at, prickle-like 2 (Drosophila)236782_at, sterile alpha motif domain containing 3206307_s_at, forkhead box D1206023_at, neuromedin U227545_at, BRCA1 associated RING domain 1229305_at, MLF1 interacting protein205046_at, centromere protein E, 312kDa212021_s_at, antigen identified by monoclonal antibody Ki-67211519_s_at, kinesin family member 2C232278_s_at, DEP domain containing 1202094_at, baculoviral IAP repeat-containing 5 (survivin)235609_at, BRCA1 interacting protein C-terminal helicase 1204126_s_at, CDC45 cell division cycle 45-like (S. cerevisiae)213599_at, Opa interacting protein 5205394_at, CHK1 checkpoint homolog (S. pombe)204318_s_at, G-2 and S-phase expressed 1209773_s_at, ribonucleotide reductase M2 polypeptide204641_at, NIMA (never in mitosis gene a)-related kinase 2204822_at, TTK protein kinase204962_s_at, centromere protein A, 17kDa219148_at, PDZ binding kinase228323_at, AF15q14 protein206364_at, kinesin family member 14219918_s_at, asp (abnormal spindle)-like, microcephaly associated (Drosophila)202870_s_at, CDC20 cell division cycle 20 homolog (S. cerevisiae)218355_at, kinesin family member 4A203764_at, discs, large homolog 7 (Drosophila)208079_s_at, serine/threonine kinase 6204709_s_at, kinesin family member 23209642_at, BUB1 budding uninhibited by benzimidazoles 1 homolog (yeast)219978_s_at, nucleolar and spindle associated protein 1220651_s_at, MCM10 minichromosome maintenance deficient 10 (S. cerevisiae)222680_s_at, RA-regulated nuclear matrix-associated protein207165_at, hyaluronan-mediated motility receptor (RHAMM)227249_at, Myosin, heavy polypeptide 11, smooth muscle229490_s_at, gb:AW271106 /DB_XREF=gi:6658136 /DB_XREF=xr49a07.x1 /CLONE=IMAGE:2763444 /FEA=EST /CNT=54 /TID=Hs.133294.1 /TIER=Stack /STK=12 /UG=Hs.133294...209753_s_at, thymopoietin235709_at, growth arrest-specific 2 like 3228293_at, novel 58.3 KDA protein226408_at, TEA domain family member 2227860_at, carboxypeptidase X (M14 family)212977_at, chemokine orphan receptor 1204304_s_at, prominin 1230964_at, FRAS1 related extracellular matrix protein 2205105_at, mannosidase, alpha, class 2A, member 1201645_at, tenascin C (hexabrachion)203739_at, zinc finger protein 217204796_at, Echinoderm microtubule associated protein like 1227059_at, Glypican 6225864_at, breast cancer membrane protein 101204731_at, transforming growth factor, beta receptor III (betaglycan, 300kDa)242828_at, Fidgetin210095_s_at, insulin-like growth factor binding protein 3212097_at, caveolin 1, caveolae protein, 22kDa223360_at, chromosome 21 open reading frame 56204235_s_at, GULP, engulfment adaptor PTB domain containing 1205547_s_at, transgelin202291_s_at, matrix Gla protein201852_x_at, collagen, type III, alpha 1 (Ehlers-Danlos syndrome type IV, autosomal dominant)1556499_s_at, collagen, type I, alpha 1202403_s_at, collagen, type I, alpha 2209156_s_at, collagen, type VI, alpha 2201438_at, collagen, type VI, alpha 3202766_s_at, fibrillin 1 (Marfan syndrome)209101_at, connective tissue growth factor221730_at, collagen, type V, alpha 2202007_at, nidogen (enactin)211966_at, collagen, type IV, alpha 2211980_at, collagen, type IV, alpha 1202878_s_at, complement component 1, q subcomponent, receptor 1201744_s_at, lumican201893_x_at, decorin213348_at, cyclin-dependent kinase inhibitor 1C (p57, Kip2)203570_at, lysyl oxidase-like 1203499_at, EPH receptor A2212713_at, microfibrillar-associated protein 4225604_s_at, chromosome 9 open reading frame 19225078_at, epithelial membrane protein 2202934_at, hexokinase 2202431_s_at, v-myc myelocytomatosis viral oncogene homolog (avian)219215_s_at, solute carrier family 39 (zinc transporter), member 4208690_s_at, PDZ and LIM domain 1 (elfin)209191_at, tubulin, beta 6201302_at, annexin A4202718_at, insulin-like growth factor binding protein 2, 36kDa202283_at, serine (or cysteine) proteinase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium derived factor), member 1213051_at, zinc finger CCCH type, antiviral 1203857_s_at, for protein disulfide isomerase-related212154_at, syndecan 2 (heparan sulfate proteoglycan 1, cell surface-associated, fibroglycan)201209_at, histone deacetylase 1225081_s_at, transcription factor RAM2212345_s_at, cAMP responsive element binding protein 3-like 21554464_a_at, cartilage associated protein202096_s_at, benzodiazapine receptor (peripheral)1554679_a_at, lysosomal associated protein transmembrane 4 beta211967_at, pro-oncosis receptor inducing membrane injury gene225056_at, signal-induced proliferation-associated 1 like 2201761_at, methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 2, methenyltetrahydrofolate cyclohydrolase224840_at, FK506 binding protein 5201069_at, matrix metalloproteinase 2 (gelatinase A, 72kDa gelatinase, 72kDa type IV collagenase)225673_at, myeloid-associated differentiation marker213110_s_at, collagen, type IV, alpha 5 (Alport syndrome)212761_at, transcription factor 7-like 2 (T-cell specific, HMG-box)212377_s_at, Notch homolog 2 (Drosophila)224894_at, Yes-associated protein 1, 65kDa212915_at, PDZ domain containing RING finger 3204967_at, apical protein-like (Xenopus laevis)209201_x_at, chemokine (C-X-C motif) receptor 4205573_s_at, sorting nexin 7204082_at, pre-B-cell leukemia transcription factor 3213194_at, roundabout, axon guidance receptor, homolog 1 (Drosophila)203819_s_at, IGF-II mRNA-binding protein 3223582_at, monogenic, audiogenic seizure susceptibility 1 homolog (mouse)213435_at, SATB family member 2204359_at, fibronectin leucine rich transmembrane protein 2211675_s_at, I-mfa domain-containing protein /// I-mfa domain-containing protein202436_s_at, cytochrome P450, family 1, subfamily B, polypeptide 1202409_at, putative insulin-like growth factor II associated protein209687_at, chemokine (C-X-C motif) ligand 12 (stromal cell-derived factor 1)225285_at, branched chain aminotransferase 1, cytosolic242881_x_at, hypothetical LOC389048209318_x_at, pleiomorphic adenoma gene-like 1228570_at, BTB (POZ) domain containing 111569469_a_at, LIM homeobox 8219523_s_at, odz, odd Oz/ten-m homolog 3 (Drosophila)213222_at, phospholipase C, beta 1 (phosphoinositide-specific)229831_at, contactin 3 (plasmacytoma associated)229288_at, EPH receptor A7233401_at, Neuronal cell adhesion molecule244414_at, Mastermind-like 2 (Drosophila)219250_s_at, fibronectin leucine rich transmembrane protein 3232481_s_at, SLIT and NTRK-like family, member 6206070_s_at, EPH receptor A3227498_at, CDNA FLJ11723 fis, clone HEMBA1005314228214_at, Transcribed locus
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